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ccccggtttc ggcgccgacg gtgtccgtcc ccccgccgtc ggaggagtcc caccagcccg 54 0 

tcatcccacc gcagccgcca gcaccgacat cggaacccaa accgaagaaa ggtagggcga 600 

aagataaacc gaagggtaga ccgaaagaca aacctccgtg cgaaccgacg gtgagttcac 660 

aaccaccgtc gcagccgacg gcaatgcccg gcggtccgcc cgacgcgcct ccccccgcca 720 

tgccgcagat gccacccggc gtggccgagg cggtacaagc tgccgtgcag gcggccgtgg 7 80 

ccgcggctct acaacaacag cagcagcatc agaccggaac gtaacccgcc cccggtgcga 84 0 

taaggaattt tccgacttgg cgcacatctc cttcctcaat gtttggacaa taaacacatt 900 

ccttgccaaa aaatgacgtt tccagaaatc caaggcataa atgtccgtac accggccctt 960 

cccaacacgg agtttgagat tccaagcagg agagaagatc atggtgtgga tatggctcgg 102 0 

catcgggctc ctcggcggta ccggactggc ttccctggtc ctggccattt ccttatttac 1080 

ccagcgccga ggccgcaagc gatccgacga gacttcgtcg cgaggccggc tcccgggtgc 1140 

tgcttctgat aagcgtggtg cctgcgcgtg ctgctatcga aatccgaaag aagacgtcgt 12 00 

cgagccgctg gatctggaac tggggctcat gcgggtggac acccacccgc cgacgccgca 12 60 

ggtgccgcgg tgtacgtcgc tctacatagg agaggatggt ctgccgatag ataaacccga 13 2 0 

gtttcctccg gcgcggttcg agatccccga cgtatccacg ccgggaacgc cgaccagcat 13 8 0 

cggccgatct ccgtcgcatt gctcctcgtc gagctctttg tcgtcctcga ccagcgtcga 1440 

cacggtgctg tatcagccgc cgccatcctg gaagccacct ccgccgcccg ggcgcaagaa 1500 

gcggccgcct acgccgccgg tccgggcccc caccacgcgg ctgtcgtcgc acagaccccc 1560 

gacgccgata cccgcgccgc gtaagaacct gagcacgccg cccaccaaga aaacgccgcc 162 0 

gcccacgaaa cccaagccgg tcggctggac accgccggtg acacccaggc ccttcccgaa 168 0 

aacgccgacg ccacaaaagc cgccgcggaa tccgagacta ccgcgcaccg tcggtctgga 174 0 

gaatctctcg aaggtgggac tctcgtgtcc ctgtccccga ccccgcacgc cgacggagcc 1800 

gaccacgctg cctatcgtgt cggtttccga gctagccccg cctcctcgat ggtcggacat 1860 

cgaggaactc ttggaacagg cggtgcagag cgtcatgaag gacgccgagt cgatgcagat 192 0 

gacctgagac cgaaagagcg agcgcgtccg ttgtacagtt gtatagcagc acacgccttc 1980 

cctctttttc accgcagcta agagagagaa agagagtatg tcagtcaagg gcgtggagat 2 04 0 

gccagaaatg acgtgggact tggacgttag aaataaatgg cggcgtcgaa aggccctgag 2100 

tcgcattcac cggttctggg aatgtcggct acgggtgtgg tggctgagtg acgccggcgt 2160 

aagagaaacc gacccaccgc gtccccgacg ccgcccgact tggatgaccg cggtgtttca 2220 

cgttatctgt gccgttttgc ttacgcttat gattatggcc atcggcgcgc tcatcgcgta 2280 

cttaagatat taccaccagg acagttggcg agacatgctc cacgatctat tttgcggctg 2340 
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tcattatccc gagaagtgcc gtcggcacca cgagcggcag agaaggagac ggcaagccat 2400 

ggatgtgccc gacccggaac tcggcgaccc ggcccgccgg ccgttgaacg gagctatgta 2460 

ctacggcagc ggctgtcgct tcgacacggt ggaaatggtg gacgagacga gacccgcgcc 2520 

gccggcgctg tcatcgcccg aaaccggcga cgatagcaac gacgacgcgg ttgccggcgg 2580 

aggtgctggc ggggtaacat cacccgcgac tcgtacgacg tcgccgaacg cactgctgcc 2 640 

agaatggatg gatgcggtgc atgtggcggt ccaagccgcc gttcaagcga ccgtgcaagt 2 700 

aagtggcccg cgggagaacg ccgtatctcc cgctacgtaa gagggttgag ggggccgttc 2760 

ccgcgcgagt gctgtacaaa agagagagac tgggacgtag atccggacag aggacggtca 2 82 0 

ccatggacga tctgccgctg aatgtcgggt tacccatcat cggcgtgatg ctcgtgctga 2 880 

tcgtggccat cctctgctat ctggcttacc actggcacga caccttcaaa ctggtgcgca 2940 

tgtttctgag ctaccgctgg ctgatccgct gttgcgagct gtacggggag tacgagcgcc 3 000 

ggttcgcgga cctgtcgtct ctgggcctcg gcgccgtacg gcgggagtcg gacagacgat 3060 

accgtttctc cgaacggccc gacgagatct tggtccgttg ggaggaagtg tcttcccagt 3120 

gcagctacgc gtcgtcgcgg ataacagacc gccgtgtggg ttcatcgtct tcgtcgtcgg 3180 

tccacgtcgc tagccagaga aacagcgtgc ctccgccgga catggcggtg acggcgccgc 3240 

tgaccgacgt cgatctgttg aaacccgtga cgggatccgc gacgcagttc accaccgtag 33 00 

ccatggtaca ttatcatcaa gagtacacgt gaatgagaaa aagaaaaaag aggggagcgg 3360 

atcgcgataa tgtcgctttg acattctctg ctcgatctac tcagcgtctg cacgaaacgg 3420 

catccgcacg gaggcgagcc caagcgtatc tgcagcaagc ggttctttcc ctcggtgatg 34 80 

gtggcagcat cggtggcggg agcttgttcg gacgatggac ggtgaggagt ccctggcgat 3 540 

caggcggctc ccgggtgtgg agttcaacgg gtggtaatgg tggcggtgat cggtgttaga 3 600 

aaacggtggc cctggcaaac atatatctac tgtaaaccct ctgctctgtt aataaaaagc 3660 

acacttttca catgagttcg taattttatt gtgtagtgga aatttttacg tcattgggaa 3720 

accccagaat gaaagagtat aatgtgcata tcaccggggg ttccctgtca gtacgaatgt 3780 

acacaacgcg ggttacatta cgataaactt tccggtaaaa cgatgccgat acagcgtgta 3840 

taacgctgat tgttacgaca aacgagttgg tatatccatt atatagtaac gaacatgctg 3900 

tggatattag ttttatttgc actcgccgca tcggcgagtg aaaccactac aggtaccagc 3960 

tctaattcca gtcaatctac tagtgctacc gccaacacga ccgtatcgac atgtattaat 4020 

gcctctaacg gcagtagctg gacagtacca cagctcgcgc tgcttgccgc tagcggctgg 4080 

acattatctg gactccttct cttatttacc tgctgctttt gctgcttttg gctagtacgt 4140 
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aaaatctgca gctgctgcgg caactcctcc gagtcagaga gcaaaacaac ccacgcgtac 4200 

accaatgccg cattcacttc ttccgacgca acgttaccca tgggcactac agggtcgtac 4260 

actcccccac aggacggctc atttccacct ccgcctcggt gacgtaggct aaaccgaaac 432 0 

ccacgttgaa cctaacgcgg tttcggaagg cctgagacgt cactttcaca atgacgtccg 4380 

tatacacgtt catcataaaa caccgtagag gctaaggctt cggtagggag agacctcaac 444 0 

tgttcctgat gagcacccgt gctctcatct cttcagactt gtcatgaccc ccgctcagac 4500 

taacgcgact accaccgtgc acccgcacga cgcaaaaaac ggcagcggcg gtagtgccct 4560 

gccgaccctc gtcgttttcg gctttatcgt tacgctactt ttctttctct ttatgctcta 4620 

cttttggaac aacgacgtgt tccgtaagct gctccgtgcg cttggatcca gcgctgttgc 4680 

gaccgcttcg acgcgtggca agacgaggtc atctaccgtc gtccatcacg tcgttcccag 4740 

agcgacgacg agagtcgtac taacagcgtg tcatcgtacg ttcttttatc acccgcgtcc 4800 

gatggcggtt ttgacaaccc ggcactgaca gaggccgtcg acagcgtgga cgactgggcg 4860 

accacctcgg ttttctacgc cacgtccgac gaaacggcgg acgccgagcg ccgagactcg 4920 

cagcaactgc tcatcgagct tccgccggag ccgctcccgc ccgacgtggt ggcggccatg 4980 

cagaaagcag tgaaacgcgc tgtacagaac gcactacgac acagccacga ctcttggcag 5040 

cttcatcaga ccctgtgacg ccagatgaac gttccttctt aaacatccga ggtagcaatg 5100 

agacaggtcg cgtaccgccg gcgacgcgag agttcctgcg cggtgctggt ccaccacgtc 5160 

ggccgcgacg gcgacggcga gggggaggca gcaaaaaaga cctgcaaaaa aaccggacgc 522 0 

tcagttgcgg gcatcccggg cgagaagctg cgtcgcacgg tggtcaccac cacgccggcc 5280 

cgacgtttga gcggccgaca cacggagcag gagcaggcgg gcatgcgtct ctgtgaaaaa 534 0 

gggaagaaaa gaatcatcat gtgccgccgg gagtcgctcc gaactctgcc gtggctgttc 54 00 

tgggtgctgt tgagctgccc gcgactcctc gaatattctt cctcttcgtt ccccttcgcc 5460 

accgctgaca ttgccgaaaa gatgtgggcc gagaattatg agaccacgtc gccggcgccg 552 0 

gtgttggtcg ccgagggaga gcaagttacc atcccctgca cggtcatgac acactcctgg 5580 

cccatggtct ccattcgcgc acgtttctgt cgttcccacg acggcagcga cgagctcatc 564 0 

ctggacgccg tcaaaggcca tcggctgatg aacggactcc agtaccgcct gccgtacgcc 5700 

acttggaatt tctcgcaatt gcatctcggc caaatattct cgcttacttt taacgtatcg 5760 

atggacacag ccggcatgta cgaatgcgtg ctacgcaact acagccacgg cctcatcatg 582 0 

caacgcttcg taattctcac gcagctggag acgctcagcc ggcccgacga accttgctgc 5880 

acaccggcgt taggtcgcta ctcgctggga gaccagatct ggtcgccgac gccctggcgt 594 0 

ctacggaatc acgactgcgg aacgtaccgc ggctttcaac gcaactactt ctatatcggc 6000 
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cgcgccgacg ccgaggattg ctggaaaccc gcatgtccgg acgaggaacc cgaccgctgt 6060 

tggacagtga tacagcgtta ccggctcccc ggcgactgct accgttcgca gccacacccg 6120 

ccgaaatttt taccggtgac gccagcaccg ccggccgaca tagacaccgg gatgtctccc 6180 

tgggccactc ggggaatcgc ggcgtttttg gggttttgga gtatttttac cgtatgtttc 624 0 

ctatgctacc tgtgttatct gcagtgttgt ggacgctggt gtcccacgcc gggaagggga 63 00 

cgacgaggcg gtgagggcta tcgacgccta ccgacttacg atagttaccc cggtgttaga 63 60 

aagatgaaga ggtgagaaca cgtataaaat aaaaaaataa tatgttaaaa aatgcagtgt 642 0 

gtgaagtgtg aatagtgtga ttaaaatatg cggattgaat gggtgtggtg gttattcgga 6480 

tactttgtgt catccgttgg gagcgaacgg tcattatcct atcgttacca cttggaatct 6540 

aattcatcta ccaacgtggt ttgcaacgga aacatttccg tgtttgtaaa cggcacccta 6600 

ggtgtgcggt ataacattac ggtaggaatc agttcgtctt tattaatagg acaccttact 6660 

atacaagtat tggaatcatg gttcacaccc tgggtccaaa ataaaagtta caacaaacaa 672 0 

cccctaggtg acactgaaac gctttataat atagatagcg aaaacattca tcgcgtatct 6780 

caatattttc acacaagatg gataaaatct ctgcaagaga atcacacttg cgacctcaca 6840 

aacagtacac ctacctatac atatcaagta aacgtgaaca acacgaatta cctaacacta 6900 

acatcctcgg gatggcaaga ccgtctaaat tacaccgtca taaatagtac acactttaac 6960 

ctcacagaat cgaacataac cagcattcaa aaatatctca acactacctg catagaaaga 7020 

ctccgtaact acaccttgga gtccgtatac accacaactg tgcctcaaaa cataacaaca 7080 

tctcaacacg caacaaccac tatgcacaca atacctccaa atacaataac aattcaaaat 7140 

acaactcaaa gccatactgt acagacgccg tcttttaacg acacacataa cgtgacgaaa 7200 

cacacgttaa acataagcta cgttttatca caaaaaacga ataacacaac atcaccgtgg 7260 

atatatgcca tacctatggg cgctacagcc acaataggcg ccggtttata tatcgggaaa 7320 

cactttacgc cggttaagtt cgtatacgag gtatggcgcg gtcagtaaag acgattcgga 7380 

ttcaacacat atactcccca cgatcctcga acaccttaca gcatatgagc aaaaaacaag 7440 

aaagtatagc cacaatcaca tttgggcgaa taacatgctg tcatccacta gcgtctatta 7500 

atctaatgtt taacgggagc tgtactgtca ccgttaaaat atccatggga atcaacgggt 7560 

caaccaacgt ccatcagctt gtgattgtgc tccatctggg taaccgctgt cagccttggc 7620 

gacaggtgta atcacagctg tcacataact cacgaagcct ccaatcacag cagcacacat 7680 

agtcctaacg ccattggcgt gtataaaagt tcggaaaact tgacggttgt acggcacgac 7740 

aaatcgatgt agtggtatgt ttttccagca gagaccgtgt gcggtctctt aggttcgcta 7800 
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tactgtggct ggaaactggt tacctgtgaa gatggctaac tatcctgttc tgtcctggaa 7860 

aaacttttgg cgtcgtaggt ggactttgca gtatgcgggt tagtgaagtt atgtcattta 7920 

tttacgttta cgatctcgta ttacaaaccg cggagaggat gataccgttc ggccccatga 7980 

gttattttta ttcttccggt aggaggcatg aagcctctga taatgctcat ctgctttgct 8040 

gtgatattat tgcagcttgg agtgactaaa gtgtgtcagc ataatgaagt gcaactgggc 8100 

aatgagtgct gccctccgtg tggttcggga caaagagtta ctaaagtatg cacggattat 8160 

accagtgtaa cgtgtacccc ttgccccaac ggcacgtatg tatcgggact ttacaactgt 8220 

accgattgca ctcaatgtaa cgtcactcag gtcatgattc gtaactgcac ttccaccaat 8280 

aataccgtat gcgcacctaa gaaccatacg tacttttcca ctccaggcgt ccaacatcac 8340 

aaacaacgac agcaaaatca taccgcacat ataaccgtca aacaaggaaa aagcggtcgt 84 00 

catactctag cctggttgtc tctctttatc tttcttgtgg gtatcatact tttaattctc 8460 

tatcttatag ccgcctatcg gagtgagaga tgccaacagt gttgctcaat cggcaaaatt 8520 

ttctaccgca ccctgtaagc ttcctgttgt tgtttttaca tcacggtacg atgaagtcac 8580 

acagataatt acagatgagc tgttcatatt ttttattatt ttttccaatt cctgcactaa 8640 

aaaaagaagc actttacgga accgtgtctg agtatctgtg gggaatttag gtactttttg 8700 

ccgacgtcag gaaaaataag tgtcgcctac ataagagccc ggtgctatcg tgctgtcact 8760 

ctttcttgtt gccttcgatg tacggcgtcc tggctcatta ctactccttc atcagtagcc 8820 

ccagcgttat ggttaatttt aagcatcata acgccgtgca gctgttatgt gcacggaccc 8880 

gagacgcact gccggatggg aacgtttaac ccatcatgcg tcgtatcacg cgaactacgg 8940 

ggcatacgcc gtgttgatgg ctacatcgca aagaaagtcc ctagtgttac atcgatacag 9000 

tgccgtgaca gccgtggccc tgcagctcat gcctgttgag atcgtccgca agctagatca 9060 

gtcggactgg gtgcggggtg cctggatcgt gtcagagact tttccaacta gcgaccccaa 912 0 

aggagtttgg agcgacgatg actcctcgat gggtggaagt gatgattgat gatgagaacc 9180 

tgacaagaaa gacgagagag aaatttagag ctgtcattgt agaattagtc tagattcctg 924 0 

ataataaaca gtatcgattt tgaaacctaa ttgacgtgtg atcgattttt aaacctctgt 9300 

gttgtgtgat tgattggtat gtggggggat ccgatttcaa aggggggtac ttatcgggaa 9360 

ttgatgtgtc atggacgcag ttttgagcga ttttccggga ataccggata ttacgaatta 942 0 

ctggtagtga cgtagataat aaaattataa tgcgattaat ttttggtgcg ttgattattt 9480 

ttttagcata tgtgtatcat tatgaggtga atggaacaga attacgctgc agatgtcttc 9540 

atagaaaatg gccgcctaat aaaattatat tgggtaatta ttggcttcat cgcgatccca 9600 

gagggcccgg atgcgataaa aatgaacatt tattgtatcc agacggaagg aaaccgcctg 9660 
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gacctggagt 
ataataggtg 
ccttgatagg 
aacaaaatat 
aactcgcata 
accatatgtc 
tgcaacaacc 
gcagcgagcg 
aagtgtctca 
ttaatcttag 
gcctggccag 
taccaccact 
gcacgctaag 
cctgctcctc 
aagagcaaga 
tcacttgtgt 
cgccgcattt 
cctccacggg 
ccgaggcgac 
gctaggctgg 
cgatctggag 
agtgacgctt 
ccgcctgcag 
cgacggcgaa 
atatctagaa 
atttgatacg 
acacggcgag 
ggaggagatg 
tatccaccat 
ctacaacgcg 



atgtttatcg 
gtataatgtt 
tgttagagga 
tacagtatgt 
tcaatctgtt 
ccctagccgt 
aaattctgtt 
aaagctgcaa 
atcctaacgc 
acgaggaaca 
tccctacggc 
tcagactgcg 
cgctttggtg 
atcttctgcg 
ctatcgggct 
gatctgagac 
cctaacccgc 
cagtctgtcg 
cccctggtct 
gctgcgtgtc 
cagatgaccg 
cagcttcacg 
ctagaacccg 
cgcccacaac 
acactctccc 
cctgacctag 
accgactttt 
gccttacagg 
ccgaagctac 
cgcctgaccc 



cccgatcacc 
aacataacga 
taatatttaa 
gtttaatatg 
atcggtacga 
ccatgtttta 
gaataccctg 
tcgtcaggaa 
gcaagccgtg 
acgcatttac 
ctacaaagcc 
ctggtgatca 
tggtacagca 
gatcacgaag 
ctgctggcct 
gtcatgctgg 
gcagcatgtt 
gcgctagccg 
tcaagcacac 
gcgactggga 
actcggtgcg 
ggaaccaaac 
tggtggaaaa 
agttttttac 
ggatcgtgga 
ctctggcgcc 
acatgaactg 
tggagattct 
agccgggcgt 
gcggctacgt 



tcttctcaaa 
aatcaccagg 
tgtatgtttt 
gtgctaacat 
cacctgtcat 
gaactagaag 
ccggtcggaa 
gtgctggcta 
cgtcgtcaca 
gacgtagtgt 
tttctttgga 
tgtccctatt 
ctagcatcct 
actgcgagga 
tttccctagt 
tagcgtttat 
gcgcttgctg 
cgactatgtg 
tttctcgggt 
cagtatgcat 
gcgttacagc 
cgtacagccg 
tgttggcctc 
accgcaggta 
accgttagaa 
cgatttagta 
gacgctgcgt 
aaaaccccgc 
tggcctgtgg 
acgatacacc 



atggttagac 
accgagacga 
caaacagaca 
ggttgcacca 
taatcgcata 
attacgacag 
ccgaattgct 
ttttaaagga 
tcaaccggct 
ctaccaatat 
aatacgccaa 
ttaccgtgcg 
cgcagagatt 
accggacgag 
gatttgcggt 
gagtcgggcg 
ttcacgctcg 
catgttcggc 
gtgcgtcgac 
tgcacaccct 
acggtgagcc 
tcgtttctaa 
tacgtggcct 
gacgtggtac 
tcaggtcgcc 
agcagcctct 
cgcagtcaga 
ggcgtacgtc 
atagatttct 
ctgtcaccga 



aaacacaacg 
ataaatataa 
agttcgttaa 
tccggtttca 
tatgttactt 
gcgctgccgt 
taagccaatc 
caagggaacc 
attttttcgg 
tgagttcggt 
gagactgaac 
gtagctctgg 
aacgaaaatt 
atcgttcgcg 
acgctcctcg 
gtggccgaca 
tcctgctggc 
tactgagcta 
ccttcaccga 
tctggtctac 
ccggcaagga 
gctttacgtg 
acgtggtcaa 
gctttgctct 
tggcagtgga 
tcgtggccgg 
cccactacct 
accgcgctat 
gcgtgtaccg 
aagcgcgctt 



9720 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 
10320 
10380 
10440 
10500 
10560 
10620 
10680 
10740 
10800 
10860 
10920 
10980 
11040 
11100 
11160 
11220 
11280 
11340 
11400 
11460 
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gcccgcaaaa 
cacattgctg 
gtcgcggcgt 
tagcaagaaa 
caacattcct 
cgaatgtgac 
acgccacgag 
ttcacaacgt 
caggcacctc 
gcaagcaccc 
cggacgacag 
ccgccggatt 
aggaggaggc 
tcagaaagga 
ctttgaccat 
cggtgtacga 
agattcccaa 
actaggcttt 
tactatgtgt 
gtcgggtgtg 
ccgcggaaaa 
tgcccgacca 
actacgatgc 
taaaggtgca 
ggtatgaaat 
tcatcagcga 
acgccgccgg 
ccaactagcc 
ctgcctgctt 
aacggcaaac 
cgcggcgacg 



gcagagggtt 
attacaatga 
cggtagaggc 
tccacgtcgc 
ggccctggtc 
cagcagcaca 
tagcggaccc 
gcgcaataac 
cattttcagc 
gggccgcttt 
tggcggcagc 
ttgttcctcg 
gtccgcggcc 
tggcaacttg 
cgaatctcac 
tgaactgacc 
actaatgaaa 
tttttttgtc 
atgatgtctc 
gctgtctgtt 
aaacgattat 
aacccgttac 
gagccacggc 
tgacaacggg 
gacgtttgga 
ctttagacgt 
ttcgctggcg 
tgcgtcacgg 
ctgtgcgcgg 
cagaatccgt 
ttttactgtc 



ggctggtgtc 
tggcggcgat 
ttgcggaaac 
cacatctcga 
gcgttcgggt 
aaagtcccta 
acaaccggga 
gagatcatga 
ttcatagcgg 
cgtttcgccg 
agcccgtttg 
agcccttatc 
cgcgagcgca 
gacacgtcgt 
ctctcggaca 
gcctcggaaa 
gttgccatgc 
tttcggttcc 
ataataaagc 
tgtctgtgcg 
taccgagtac 
aagtatgtgg 
ttggacaact 
aaggtaaggg 
acctgtgctt 
cagaaccgtc 
ccacacgccc 
gaaataatat 
tttgggcaac 
ccccgccatg 
cttttctcta 



actagacaga 
atgggctcgc 
cacgtcctcg 
gaatgccggc 
tgctgcttca 
ctagcaccag 
tcaacatgac 
aagtgctggc 
tactgatcgc 
acgaagaggc 
gcagcggttc 

agcggttgga 

tgaaacatga 
tcgtgaatcc 
atgaggagga 
tggaagaacc 
aacccgtctc 
aactctttcc 
tttctttctc 
ccgtggtgct 
cgcattactg 
aacagctcgt 
ttgacgtgct 
cgaacgggta 
gcagaatcaa 
gcggcggcac 
ggagcctcga 
gctgcggctt 
gccctgtctg 
gtctaaactg 
tccctcgccc 



ttcatcgtgc 
gttttgataa 
tcacacgtcg 
cttgcggggt 
gatagacctc 
caacagaaat 
caccacccac 
tatcctcttc 
ggtagtttac 
cgtcaacctg 
ccgacgaggt 
aactcgggac 
tcctgagaac 
caattatggg 
ccccatcagg 
ttcgaacagc 
gctcagagat 
ccgccccatc 
agtctgcaac 
gggtcagtgc 
ggacgcgtgc 
ggacctcacg 
caagaggtga 
acggctaagt 
cgtgaccgag 
caacaaaagg 
gttcagcgtg 
ctgcttcgtc 
gcgtctccgt 
acgtattcca 
ccacggtccc 



agtacctcaa 
cctacctggt 
ttcgcggaca 
ccccttcgcg 
agcgacgcta 
aacgtcgaca 
gagtcttccg 
tacatcgtga 
tcctcgtgtt 
ttggacgaca 
tctcagatcc 
tgggacgagg 
gtcatctatt 
agaggctcgc 
tactacgttt 
accagctggc 
cccgagtacg 
acctcgcctg 
atgcagctgt 
cagcgggaaa 
tctcgcgcgc 
ttgaactacc 
gggtacgcgc 
aaccgcatgg 
gtgtcgttgc 
accacgttca 
cggctctttg 
accactttca 
ggtcgacgct 
aaccgcatga 
ccttgcaatt 



11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 
12900 
12960 
13020 
13080 
13140 
13200 
13260 
13320 



8 



ctcggggttc 
gtacaaccgg 
ctggtatctg 
accgagcgac 
ggtgcccaag 
gtgtgtgatg 
ggtgcgattg 
tctcatcatt 
caaagacctg 
gcgggtgcgc 
ttacgatttc 
gttctgtggt 
tcctcgggaa 
agtctgctac 
ttcattgaca 
ctcttcctcg 
taaaaaaaaa 
cggccgcggc 
gcggttcggc 
ccttctccag 
ctgcgaacag 
gattgttgct 
tcgcccgatg 
ctcctaccca 
tggacgaacc 
gtcgaatgct 
aaaacaccag 
tagccagccc 
agcaacttct 
acgcccgcgg 



cagcaggtat 
gaaggccaga 
agcggtcgca 
ggaaacgtgc 
cagaccaagc 
aagctggaga 
acgttcaccg 
tgagcccgtc 
acgccgttct 
gcagaagaat 
aaaatgtgca 
gcgtctggat 
tgccagagta 
agtcccgaga 
cgccaggtcg 
agggccttac 
agtctaattt 
gatctcctag 
atcctctacc 
gcagaacgcc 
gactacggag 
ggaactcatg 
tcgcgcggct 
cgtaacttcc 
gtccggcagg 
acgttgcaac 
cagcgcgcac 
cgctagcgta 
cggtccccgt 
tctttccggc 



caacgggtcc 
ccttggtgga 
accagaccat 
agatcagcgt 
tgctacgctt 
gctgggccca 
aggccaataa 
gcgcgcgcag 
tgacgacgtt 
gttgcgaatt 
atcgcttcac 
ttgtctctcg 
gattttcatg 
aaacggctga 
tacacaacaa 
agcctatggg 
cacgttttgt 
taacactcgt 
agcggcgtcg 
accagctgcc 
gtcatgacca 
gctatcgcca 
tgttatacgc 
tccgtgactt 
atagcggtta 
agcttcgacg 
gacgcgatca 
tctagcgcca 
tttcaacagt 
cgtgctctac 



cgagtgtcgc 
gagaagctcc 
cctccaacgg 
ggaagacgcc 
cgtcgtcaac 
cgtcttccgg 
ccagacttac 
ggaattttga 
gtggctgcta 
cataaacgtc 
cgtcgcgtac 
acgtttctga 
aatccacagg 
gattcgcggg 
actgacgagc 
agagtaagac 
accccccttc 
ccgacacttc 
tctcatcttt 
gccgaacgta 
ccacgacgca 
ccgacgtgcc 
tagcccgtcg 
aaagtcgcgt 
aggattcggt 
gacggccatc 

cggtgacacc 

tcccgttcgc 
ttttgtttcc 
ctcctggcgc 



aacgagaccc 
acctgggtga 
atgccccaaa 
aagatttttg 
gatggcacgc 
gactacagcg 
accttctgta 
aaaccgcgcg 
ttgggtcaca 
aaccacccgc 
gtattttcat 
tagccatgtt 
ctgcggtgtc 
atcgtcacca 
tgcaactaca 
agagagggac 
ccctccgtgt 
caccatctcc 
gccgcagcag 
ccacaggtac 
cacgggaatc 
cgcgtctgtc 
ccgcctcggg 
gtggtagatc 
gctaaggccg 
ccctctctca 
catgattaga 
tcccgttgtc 
ttctccgcga 
ttgtcgtctg 



tgtatctgct 
aaaaggtgat 
cggcttcgaa 
gagcgcacat 
gttatcagat 
tgtcttttca 
cccatcccaa 
tcatgagtcc 
gccgcgtgcc 
cggaacgctg 
gattgtctgc 
ccatcgacga 
cggacggcga 
ccatgaccca 
atccgtaagt 
aaaacatcat 
tgtagcccat 
agctcggccg 
cggacgcaca 
acgtgcagac 
cagggatcga 
tcaccgccgc 
gcacggtgcc 
tcctgctccg 
tgtcgccaac 
tcgcaataat 
cccacgcaga 
tcctgagcga 
ctagatgtta 
ggttgagatg 



13380 
13440 
13500 
13560 
13620 
13680 
13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
14220 
14280 
14340 
14400 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15000 
15060 
15120 
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ttctgcctcg 
atgctggtcg 
tgtcttgcct 
ccgaccgtcc 
gcaggaacca 
actctgctgc 
gtcccggttt 
cacttgccta 
gcagggatcg 
agtcgcggca 
gaacagccct 
atcttcatcg 
gggagcagca 
cgcctgccga 
ggtacgccac 
caacgtgtgg 
aatcgtctcc 
gccgttcttt 
gccggataag 
cgcgtccagt 
atcgggtagt 
gctatgcggc 
gccttttggt 
cggtctgcgg 
cgtgtcattg 
gtcggtgtat 
aactatctgt 
gtgctcacct 
gaatatctgg 
ggcggtgtcg 
gaccgtggac 



tcgccgtagc 
ttggcctgat 
atcagcgctc 
caaaaacgcc 
cgcggaacat 
tcggcgtcat 
aaaaaccatc 
cggcgctgct 
tttccctcga 
tgacggcgcc 
ggtggcccga 
gagtctgtct 
gcggctagac 
tcgcgacgtc 
gcggtgccta 
aaaacgcgtt 
cgcacacccc 
gttccatagc 
gggagcaaca 
cggacgtgtg 
gtacgagacg 
tcgtcgccgt 
tcctctggct 
taagtgagga 
taggttcgtt 
ttttgtgggt 
gttgctttga 
ccgcggagag 
aggagagtta 
tcgacacgtg 
gaaaaagaga 



cgtcgtcgag 
ggtggaagtc 
cttccccgtg 
ggtgttaaca 
gggacactat 
ggtcagtatc 
atcgacggcc 
tcagggaaac 
ccagggactc 
caagtgtgtc 
caacgccatc 
ggtggccctg 
aagtctctgg 
gtggaccatc 
acgcggtata 
gcgtcgcaga 
ccgcgacacc 
ccataaattg 
accgttggcg 
accgttgggc 
tcggcggtgc 
gtggcgcggc 
gctgctgcgt 
tgtcgccgag 
gccagatggc 
tgcggtgaga 
gcagcgtcca 
cgccgccgga 
cgtgtgtcac 
tgcggcctgt 
acgcagcagc 



cgcgagatcg 
ggcgccgccg 
cttacggcct 
caggaaaaaa 
ctggaaatcc 
gtcgcttggt 
gttataaagc 
tcctcttcct 
gccgaagcaa 
accaccagta 
aggagatggt 
atgtacttta 
cggctacagc 
gaacagagac 
ccacacccgt 
gtccgccacg 
cagagggcgg 
ttgattccgg 
aaagccgtcc 
aacggaacgg 
agaatgcgac 
ctggccggct 
gtgtgctttg 
caaacgcact 
aagtgctgtc 
gtcggcactc 
gaacagcgac 
cctgctcgtc 

a 99 a 9 a 9 c 9 c 
tgtgctctgc 
taccgctggc 



cctgggcgct 
ccgcttggac 
tcccctgaaa 
agaaaccacg 
tgttcaacgt 
acttcacgtg 
cacccggaca 
tctgctcttc 
ccgccggagc 
cttatctggt 
ggatcagtgt 
cgcagcagca 
tccaagcgcc 
tcacgcgtac 
acggtctgca 
ttcctgtctt 
gtgagccaag 
agctcgttgg 
cgctcattca 
cgtttcactg 
tcgcggcgta 
gtctgcgtcc 
gtagacgcgg 
tgcggcgcgt 
aacagcaggc 
ggtgttttgt 
gcgactttgg 
agcagcgagc 
gggtctccgg 
ggaaaagtgc 
ggcggcggcg 



gctgctgcgg 
cttcgtgcgt 
cccacgttaa 
caggaaccgc 
catcgtcttc 
aaccaccgtc 
cgcgccgcgg 
ctccttcacc 
aacctggagg 
caagaccaag 
tgctatcgtc 
ggcacgcagc 
gtagccgggc 
gagaccccga 
gtgcggcgta 
gtcgctcccc 
tattcttaag 
cgcggaaata 
gtccgggttt 
ccaaaatcgt 
gctcgccgtc 
agatctgttg 
tggcagtttg 
gggcggcacg 
gttgtgggcg 
gagtcatctc 
ggatggcctc 
tacgcagacg 
cggtaacgac 
cggtctcgga 
cggtctcgga 



15180 
15240 
15300 
15360 
15420 
15480 
15540 
15600 
15660 
15720 
15780 
15840 
15900 
15960 
16020 
16080 
16140 
16200 
16260 
16320 
16380 
16440 
16500 
16560 
16620 
16680 
16740 
16800 
16860 
16920 
16980 
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cgttgatgtt 


cgacgttgtg 


agcactcgga 


aacagcggtg 


aggcagaagg 


tcgattctcc 


17040 


agggaacgac 


agtcgatgcg 


tggtagccgc 


agcaggtgag 


gttggggcgg 


acaacgtgtt 


17100 


gcggattgtg 


gcgagaacgt 


cgtcctcccc 


ttcttcaccg 


ccccacccac 


cctcggttgg 


17160 


tgtttctttt 


ttcttgtgtc 


ctgcagatag 


ttccacggac 


agcgacggca 


agtccataat 


17220 


cagcggtgtg 


caagtggtgg 


aacacgacga 


agatatcatc 


gcgccgcaga 


gtttgtggtg 


17280 


cacggcgttc 


aaggaagccc 


tctgggatgt 


ggctctgttg 


gaagtgccgc 


gttgggcgtg 


17340 


gcagggctgg 


aagaggtggc 


gcaacagcga 


ggccgggcgt 


cgatggagtg 


ctgggtctgc 


17400 


gtcggcttcc 


agcttgtctg 


acttggcggg 


cgaggccgtt 


ggagaattgg 


tgggatcggt 


17460 


cgtcgcgtac 


gtgatccttg 


aacgtctgtg 


gttggcagcc 


agaggttggg 


tgtgcgaaac 


17520 


aggtgtggaa 


gccgaggagg 


ccatgtcgcg 


gcggcgacag 


cgcatgctgt 


ggcgtattgt 


17580 


tctctcgtgg 


aggcgacggc 


gaatgcagca 


gacggtgttc 


gatggagatg 


gcgtgcgggg 


17640 


aagaaagcgc 


cgtgttgtga 


gcagacgacg 


taggatgcgg 


gacgtcggag 


cacatgggcc 


17700 


atgtgtggtg 


gcagatggcg 


gtgtccgctg 


gtgtctgctg 


cggcagtgca 


tagacgaagc 


17760 


aacatgtcgc 


tgtgaagaga 


tagagtgtga 


gcatagctgc 


atgcagcgtt 


gcgtgtataa 


17820 


gcggggggga 


ttaagacgtt 


aataaagaat 


agcggcggtt 


ctgatagggc 


gaccgctgaa 


17880 


gtgagctgcg 


tgtgcgtgtg 


gtttgtggag 


tccccgccgc 


ccccggtccc 


gtgtccgccg 


17940 


gcaaagcccc 


ccggntccgc 


acactcctgg 


ccgcgcaacc 


ctcgtcgctg 


caaaagcccc 


18000 


ccgtccccgc 


acacccccgc 


gaccgccggt 


cccgcgagtc 


cccgtccccg 


ccgcaaaagg 


18060 


cccccgtcct 


cgccgcaaac 


acccccgtca 


cccccgtccc 


tcagnccggg 


tccgcgagtc 


18120 


cccgttccca 


gcgtaatccc 


cgtacccgca 


acgncccggn 


cccaccgtcg 


tcccgcacac 


18180 


cccccgtccc 


ccagcccggt 


gcccagcgtg 


cgaaaaaagc 


tccgtccctc 


acacccgcag 


18240 


aaagatccct 


cagcgcggtg 


aaaccccgtc 


cccagcgccg 


tgccgctgac 


aaagaccatg 


18300 


ggacgacacg 


cacaggca 










18318 



<210> 2 
<211> 214 
<212> PRT 

<213> Human cytomegalovirus 
<400> 2 

Met Leu Arg Leu Leu Leu Arg His His Phe His Cys Leu Leu Leu Cys 
15 10 15 

Ala Val Trp Ala Thr Pro Cys Leu Ala Ser Pro Trp Ser Thr Leu Thr 
20 25 30 

11 



Ala Asn Gin Asn Pro Ser Pro Pro Trp Ser Lys Leu Thr Tyr Ser Lys 
35 40 45 



Pro His Asp Ala Ala Thr Phe Tyr Cys Pro Phe Leu Tyr Pro Ser Pro 
50 55 60 



Pro Arg Ser Pro Leu Gin Phe Ser Gly Phe Gin Gin Val Ser Thr Gly 
65 70 75 80 



Pro Glu Cys Arg Asn Glu Thr Leu Tyr Leu Leu Tyr Asn Arg Glu Gly 
85 90 95 



Gin Thr Leu Val Glu Arg Ser Ser Thr Trp Val Lys Lys Val lie Trp 
100 105 110 



Tyr Leu Ser Gly Arg Asn Gin Thr lie Leu Gin Arg Met Pro Gin Thr 
115 120 125 



Ala Ser Lys Pro Ser Asp Gly Asn Val Gin lie Ser Val Glu Asp Ala 
130 135 140 



Lys lie Phe Gly Ala His Met Val Pro Lys Gin Thr Lys Leu Leu Arg 
145 150 155 160 



Phe Val Val Asn Asp Gly Thr Arg Tyr Gin Met Cys Val Met Lys Leu 
165 170 175 



Glu Ser Trp Ala His Val Phe Arg Asp Tyr Ser Val Ser Phe Gin Val 
180 185 190 



Arg Leu Thr Phe Thr Glu Ala Asn Asn Gin Thr Tyr Thr Phe Cys Thr 
195 200 205 



His Pro Asn Leu lie lie 
210 



<210> 3 
<211> 179 
<212> PRT 

<213> Human cytomegalovirus 
<400> 3 

Met Pro Ala Leu Arg Gly Pro Leu Arg Ala Thr Phe Leu Ala Leu Val 
15 10 15 
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Ala Phe Gly Leu Leu Leu Gin lie Asp Leu Ser Asp Ala Thr Asn Val 
20 25 30 



Thr Ser Ser Thr Lys Val Pro Thr Ser Thr Ser Asn Arg Asn Asn Val 
35 40 45 



Asp Asn Ala Thr Ser Ser Gly Pro Thr Thr Gly lie Asn Met Thr Thr 
50 55 60 



Thr His Glu Ser Ser Val His Asn Val Arg Asn Asn Glu lie Met Lys 
65 70 75 80 



Val Leu Ala lie Leu Phe Tyr lie Val Thr Gly Thr Ser lie Phe Ser 
85 90 95 



Phe lie Ala Val Leu lie Ala Val Val Tyr Ser Ser Cys Cys Lys His 
100 105 110 



Pro Gly Arg Phe Arg Phe Ala Asp Glu Glu Ala Val Asn Leu Leu Asp 
115 120 125 



Asp Thr Asp Asp Ser Gly Gly Ser Ser Pro Phe Gly Ser Gly Ser Arg 
j 130 135 140 



Arg Gly Ser Gin lie Pro Pro Asp Phe Val Pro Arg Ala Leu lie Ser 
145 150 155 160 



Gly Trp Lys Leu Gly Thr Gly Thr Arg Arg Arg Arg Arg Pro Arg Pro 
165 170 175 



Ala Ser Ala 



<210> 4 
<211> 20 
<212> PRT 

<213> Human cytomegalovirus 
<400> 4 

Asn Met lie Leu Arg Thr Ser Ser lie Ser Glu Arg Met Ala Thr Trp 
15 10 15 



Thr Arg Arg Ser 
20 



<210> 5 
<211> 9 
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<212> PRT 

< 2 1 3 > Human cy t omega 1 ov i r us 



<400> 5 

lie Pro lie Met Gly Glu Ala Arg Leu 



<210> 6 
<211> 23 
<212> PRT 

<213> Human cytomegalovirus 
<400> 6 

Pro Ser Asn Leu Thr Ser Arg Thr Met Arg Arg Thr Pro Ser Gly Thr 
15 10 15 



Thr Phe Arg Cys Thr Met Asn 
20 



<210> 7 
<211> 18 
<212> PRT 

<213> Human cytomegalovirus 
<400> 7 

Pro Pro Arg Lys Trp Lys Asn Leu Arg Thr Ala Pro Ala Gly Arg Phe 
15 10 15 



Pro Asn 



<210> 8 
<211> 16 
<212> PRT 

<213> Human cytomegalovirus 
<400> 8 

Lys Leu Pro Cys Asn Pro Ser Arg Ser Glu lie Pro Ser Thr Thr Arg 
15 10 15 



<210> 9 
<211> 257 
<212> PRT 

<213> Human cytomegalovirus 
<400> 9 

Met Gly Cys Asp Val His Asp Pro Ser Trp Gin Cys Gin Trp Gly Val 
15 10 15 
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Pro Thr lie lie Val Ala Trp lie Thr Cys Ala Ala Leu Gly lie Trp 
20 25 30 



Cys Leu Ala Gly Ser Ser Ala Asp Val Ser Ser Gly Pro Gly lie Ala 
35 40 45 



Ala Val Val Gly Cys Ser Val Phe Met He Phe Leu Cys Ala Tyr Leu 
50 55 60 



He Arg Tyr Arg Glu Phe Phe Lys Asp Ser Val He Asp Leu Leu Thr 
65 70 75 80 



Cys Arg Trp Val Arg Tyr Cys Ser Cys Ser Cys Lys Cys Ser Cys Lys 
85 90 95 



Cys He Ser Gly Pro Cys Ser Arg Cys Cys Ser Ala Cys Tyr Lys Glu 
100 105 110 



Thr Met He Tyr Asp Met Val Gin Tyr Gly His Arg Arg Arg Pro Gly 
115 120 125 



His Gly Asp Asp Pro Asp Arg Val lie Cys Glu He Val Glu Ser Pro 
130 135 140 



Pro Val Ser Ala Pro Thr Val Ser Val Pro Pro Pro Ser Glu Glu Ser 
145 150 155 160 



His Gin Pro Val He Pro Pro Gin Pro Pro Ala Pro Thr Ser Glu Pro 
165 170 175 



Lys Pro Lys Lys Gly Arg Ala Lys Asp Lys Pro Lys Gly Arg Pro Lys 
180 185 190 



Asp Lys Pro Pro Cys Glu Pro Thr Val Ser Ser Gin Pro Pro Ser Gin 
195 200 205 



Pro Thr Ala Met Pro Gly Gly Pro Pro Asp Ala Pro Pro Pro Ala Met 
210 215 220 



Pro Gin Met Pro Pro Gly Val Ala Glu Ala Val Gin Ala Ala Val Gin 
225 230 235 240 



Ala Ala Val Ala Ala Ala Leu Gin Gin Gin Gin Gin His Gin Thr Gly 
245 250 255 



Thr 



15 



<210> 10 
<211> 175 
<212> PRT 

<213> Human cytomegalovirus 
<400> 10 

Met Ala Arg Thr Arg Glu Ala Ser Pro Val Pro Pro Arg Ser Pro Met 
15 10 15 



Pro Ser His lie His Thr Met lie Phe Ser Pro Ala Trp Asn Leu Lys 
20 25 30 



Leu Arg Val Gly Lys Gly Arg Cys Thr Asp lie Tyr Ala Leu Asp Phe 
35 40 45 



Trp Lys Arg His Phe Leu Ala Arg Asn Val Phe lie Val Gin Thr Leu 
50 55 60 



Arg Lys Glu Met Cys Ala Lys Ser Glu Asn Ser Leu Ser His Arg Gly 
65 70 75 80 



Arg Val Thr Phe Arg Ser Asp Ala Ala Ala Val Val Val Glu Pro Arg 
85 90 95 



Pro Arg Pro Pro Ala Arg Gin Leu Val Pro Pro Arg Pro Arg Arg Val 
100 105 110 



Ala Ser Ala Ala Trp Arg Gly Glu Ala Arg Arg Ala Asp Arg Arg Ala 
115 120 125 



Leu Pro Ser Ala Ala Thr Val Val Val Asn Ser Pro Ser Val Arg Thr 
130 135 140 



Glu Val Cys Leu Ser Val Tyr Pro Ser Val Tyr Leu Ser Pro Tyr Leu 
145 150 155 160 



Ser Ser Val Trp Val Pro Met Ser Val Leu Ala Ala Ala Val Gly 
165 170 175 



<210> 11 

<211> 328 

<212> PRT 

<213> Human cytomegalovirus 

<400> 11 



16 



Met Ser Val His 
1 



Gly Glu Lys lie 
20 



Gly Thr Gly Leu 
35 



Arg Arg Gly Arg 
50 



Pro Gly Ala Ala 
65 



Asn Pro Lys Glu 



Met Arg Val Asp 
100 



Ser Leu Tyr lie 
115 



Pro Pro Ala Arg 
130 



Thr Ser lie Gly 
145 



Ser Ser Ser Thr 



Trp Lys Pro Pro 
180 



Pro Val Arg Ala 
195 



Pro lie Pro Ala 
210 



Thr Pro Pro Pro 
225 



Thr Pro Arg Pro 



Arg Pro Phe Pro 
5 



Met Val Trp lie 



Ala Ser Leu Val 
40 



Lys Arg Ser Asp 
55 



Ser Asp Lys Arg 
70 



Asp Val Val Glu 
85 



Thr His Pro Pro 



Gly Glu Asp Gly 
120 



Phe Glu lie Pro 
135 



Arg Ser Pro Ser 
150 



Ser Val Asp Thr 
165 



Pro Pro Pro Gly 



Pro Thr Thr Arg 
200 



Pro Arg Lys Asn 
215 



Thr Lys Pro Lys 
230 



Phe Pro Lys Thr 



Thr Arg Ser Leu 
10 



Trp Leu Gly lie 
25 



Leu Ala lie Ser 



Glu Thr Ser Ser 
60 



Gly Ala Cys Ala 
75 



Pro Leu Asp Leu 
90 



Thr Pro Gin Val 
105 



Leu Pro lie Asp 



Asp Val Ser Thr 
140 



His Cys Ser Ser 
155 



Val Leu Tyr Gin 
170 



Arg Lys Lys Arg 
185 



Leu Ser Ser His 



Leu Ser Thr Pro 
220 



Pro Val Gly Trp 
235 



Pro Thr Pro Gin 



Arg Phe Gin Ala 
15 



Gly Leu Leu Gly 
30 



Leu Phe Thr Gin 
45 



Arg Gly Arg Leu 



Cys Cys Tyr Arg 
80 



Glu Leu Gly Leu 
95 



Pro Arg Cys Thr 
110 



Lys Pro Glu Phe 
125 



Pro Gly Thr Pro 



Ser Ser Ser Leu 
160 



Pro Pro Pro Ser 
175 



Pro Pro Thr Pro 
190 



Arg Pro Pro Thr 
205 



Pro Thr Lys Lys 



Thr Pro Pro Val 
240 



Lys Pro Pro Arg 



17 



245 250 255 



Asn Pro Arg Leu Pro Arg Thr Val Gly Leu Glu Asn Leu Ser Lys Val 
260 265 270 



Gly Leu Ser Cys Pro Cys Pro Arg Pro Arg Thr Pro Thr Glu Pro Thr 
275 280 285 



Thr Leu Pro lie Val Ser Val Ser Glu Leu Ala Pro Pro Pro Arg Trp 
290 295 300 



Ser Asp lie Glu Glu Leu Leu Glu Gin Ala Val Gin Ser Val Met Lys 
305 310 315 320 



Asp Ala Glu Ser Met Gin Met Thr 
325 



<210> 12 
<211> 240 
<212> PRT 

<213> Human cytomegalovirus 
<400> 12 

Met Ser Val Lys Gly Val Glu Met Pro Glu Met Thr Trp Asp Leu Asp 
15 10 15 



Val Arg Asn Lys Trp Arg Arg Arg Lys Ala Leu Ser Arg lie His Arg 
20 25 30 



Phe Trp Glu Cys Arg Leu Arg Val Trp Trp Leu Ser Asp Ala Gly Val 
35 40 45 



Arg Glu Thr Asp Pro Pro Arg Pro Arg Arg Arg Pro Thr Trp Met Thr 
50 55 60 



Ala Val Phe His Val lie Cys Ala Val Leu Leu Thr Leu Met lie Met 
65 70 75 80 



Ala lie Gly Ala Leu lie Ala Tyr Leu Arg Tyr Tyr His Gin Asp Ser 
85 90 95 



Trp Arg Asp Met Leu His Asp Leu Phe Cys Gly Cys His Tyr Pro Glu 
100 105 110 



Lys Cys Arg Arg His His Glu Arg Gin Arg Arg Arg Arg Gin Ala Met 
115 120 125 



18 



Asp Val Pro Asp Pro Glu Leu Gly Asp Pro Ala Arg Arg Pro Leu Asn 
130 135 140 



Gly Ala Met Tyr Tyr Gly Ser Gly Cys Arg Phe Asp Thr Val Glu Met 
145 150 155 160 



Val Asp Glu Thr Arg Pro Ala Pro Pro Ala Leu Ser Ser Pro Glu Thr 
165 170 175 



Gly Asp Asp Ser Asn Asp Asp Ala Val Ala Gly Gly Gly Ala Gly Gly 
180 185 190 



Val Thr Ser Pro Ala Thr Arg Thr Thr Ser Pro Asn Ala Leu Leu Pro 
195 200 205 



Glu Trp Met Asp Ala Val His Val Ala Val Gin Ala Ala Val Gin Ala 
210 215 220 



Thr Val Gin Val Ser Gly Pro Arg Glu Asn Ala Val Ser Pro Ala Thr 
225 230 235 240 



<210> 13 
<211> 96 
<212> PRT 

< 2 1 3 > Human c y t omega 1 o v i r u s 
<400> 13 

Met Ala Thr lie Ser Thr Ser lie Thr Pro Met Met Gly Asn Pro Thr 
15 10 15 



Phe Ser Gly Arg Ser Ser Met Val Thr Val Leu Cys Pro Asp Leu Arg 
20 25 30 



Pro Ser Leu Ser Leu Leu Tyr Ser Thr Arg Ala Gly Thr Ala Pro Ser 
35 40 45 



Thr Leu Leu Arg Ser Gly Arg Tyr Gly Val Leu Pro Arg Ala Thr Tyr 
50 55 60 



Leu His Gly Arg Leu Asn Gly Gly Leu Asp Arg His Met His Arg lie 
65 70 75 80 



His Pro Phe Trp Gin Gin Cys Val Arg Arg Arg Arg Thr Ser Arg Gly 
85 90 95 



<210> 14 
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<211> 169 
<212> PRT 

<2 13 > Human cytomegalovirus 
<400> 14 

Met Asp Asp Leu Pro Leu Asn Val Gly Leu Pro lie lie Gly Val Met 
15 10 15 



Leu Val Leu lie Val Ala lie Leu Cys Tyr Leu Ala Tyr His Trp His 
20 25 30 



Asp Thr Phe Lys Leu Val Arg Met Phe Leu Ser Tyr Arg Trp Leu lie 
35 40 45 



Arg Cys Cys Glu Leu Tyr Gly Glu Tyr Glu Arg Arg Phe Ala Asp Leu 
50 55 60 



Ser Ser Leu Gly Leu Gly Ala Val Arg Arg Glu Ser Asp Arg Arg Tyr 
65 70 75 80 



Arg Phe Ser Glu Arg Pro Asp Glu lie Leu Val Arg Trp Glu Glu Val 
85 90 95 



Ser Ser Gin Cys Ser Tyr Ala Ser Ser Arg lie Thr Asp Arg Arg Val 
100 105 110 



Gly Ser Ser Ser Ser Ser Ser Val His Val Ala Ser Gin Arg Asn Ser 
115 120 125 



Val Pro Pro Pro Asp Met Ala Val Thr Ala Pro Leu Thr Asp Val Asp 
130 135 140 



Leu Leu Lys Pro Val Thr Gly Ser Ala Thr Gin Phe Thr Thr Val Ala 
145 150 155 160 



Met Val His Tyr His Gin Glu Tyr Thr 
165 



<210> 15 
<211> 135 
<212> PRT 

<213> Human cytomegalovirus 
<400> 15 

^Met Leu Trp lie Leu Val Leu Phe Ala Leu Ala Ala Ser Ala Ser Glu 
15 10 15 



20 



Thr Thr Thr Gly Thr Ser Ser Asn Ser Ser Gin Ser Thr Ser Ala Thr 
20 25 30 



Ala Asn Thr Thr Val Ser Thr Cys lie Asn Ala Ser Asn Gly Ser Ser 
35 40 45 



Trp Thr Val Pro Gin Leu Ala Leu Leu Ala Ala Ser Gly Trp Thr Leu 
50 55 60 



Ser Gly Leu Leu Leu Leu Phe Thr Cys Cys Phe Cys Cys Phe Trp Leu 
65 70 75 80 



Val Arg Lys lie Cys Ser Cys Cys Gly Asn Ser Ser Glu Ser Glu Ser 
85 90 95 



Lys Thr Thr His Ala Tyr Thr Asn Ala Ala Phe Thr Ser Ser Asp Ala 
100 105 110 



Thr Leu Pro Met Gly Thr Thr Gly Ser Tyr Thr Pro Pro Gin Asp Gly 
115 120 125 



Ser Phe Pro Pro Pro Pro Arg 
130 135 



<210> 16 
<211> 114 
<212> PRT 

<213> Human cytomegalovirus 
<400> 16 

Met Thr Pro Ala Gin Thr Asn Ala Thr Thr Thr Val His Pro His Asp 
15 10 15 



Ala Lys Asn Gly Ser Gly Gly Ser Ala Leu Pro Thr Leu Val Val Phe 
20 25 30 



Gly Phe lie Val Thr Leu Leu Phe Phe Leu Phe Met Leu Tyr Phe Trp 
35 40 45 



Asn Asn Asp Val Phe Arg Lys Leu Leu Arg Ala Leu Gly Ser Ser Ala 
50 55 60 



Val Ala Thr Ala Ser Thr Arg Gly Lys Thr Arg Ser Ser Thr Val Val 
65 70 75 80 



His His Val Val Pro Arg Ala Thr Thr Arg Val Val Leu Thr Ala Cys 
85 90 95 



21 



His Arg Thr Phe Phe Tyr His Pro Arg Pro Met Ala Val Leu Thr Thr 
100 105 110 



Arg His 



<210> 17 
<211> 425 
<212> PRT 

<213> Human cytomegalovirus 
<400> 17 

Met Arg Gin Val Ala Tyr Arg Arg Arg Arg Glu Ser Ser Cys Ala Val 
15 10 15 



Leu Val His His Val Gly Arg Asp Gly Asp Gly Glu Gly Glu Ala Ala 
20 25 30 



Lys Lys Thr Cys Lys Lys Thr Gly Arg Ser Val Ala Gly lie Pro Gly 
35 40 45 



Glu Lys Leu Arg Arg Thr Val Val Thr Thr Thr Pro Ala Arg Arg Leu 
50 55 60 



Ser Gly Arg His Thr Glu Gin Glu Gin Ala Gly Met Arg Leu Cys Glu 
65 70 75 80 



Lys Gly Lys Lys Arg lie lie Met Cys Arg Arg Glu Ser Leu Arg Thr 
85 90 95 



Leu Pro Trp Leu Phe Trp Val Leu Leu Ser Cys Pro Arg Leu Leu Glu 
100 105 110 



Tyr Ser Ser Ser Ser Phe Pro Phe Ala Thr Ala Asp lie Ala Glu Lys 
115 120 125 



Met Trp Ala Glu Asn Tyr Glu Thr Thr Ser Pro Ala Pro Val Leu Val 
130 135 140 



Ala Glu Gly Glu Gin Val Thr lie Pro Cys Thr Val Met Thr His Ser 
145 150 155 160 



Trp Pro Met Val Ser lie Arg Ala Arg Phe Cys Arg Ser His Asp Gly 
165 170 175 



22 



Ser Asp Glu Leu lie Leu Asp Ala Val Lys Gly His Arg Leu Met Asn 
180 185 190 



Gly Leu Gin Tyr Arg Leu Pro Tyr Ala Thr Trp Asn Phe Ser Gin Leu 
195 200 205 



His Leu Gly Gin lie Phe Ser Leu Thr Phe Asn Val Ser Met Asp Thr 
210 215 220 



Ala Gly Met Tyr Glu Cys Val Leu Arg Asn Tyr Ser His Gly Leu lie 
225 230 235 240 



Met Gin Arg Phe Val lie Leu Thr Gin Leu Glu Thr Leu Ser Arg Pro 
245 250 255 



Asp Glu Pro Cys Cys Thr Pro Ala Leu Gly Arg Tyr Ser Leu Gly Asp 
260 265 270 



Gin lie Trp Ser Pro Thr Pro Trp Arg Leu Arg Asn His Asp Cys Gly 
275 280 285 



Thr Tyr Arg Gly Phe Gin Arg Asn Tyr Phe Tyr lie Gly Arg Ala Asp 
290 295 300 



Ala Glu Asp Cys Trp Lys Pro Ala Cys Pro Asp Glu Glu Pro Asp Arg 
305 310 315 320 



Cys Trp Thr Val lie Gin Arg Tyr Arg Leu Pro Gly Asp Cys Tyr Arg 
325 330 335 



Ser Gin Pro His Pro Pro Lys Phe Leu Pro Val Thr Pro Ala Pro Pro 
340 345 350 



Ala Asp lie Asp Thr Gly Met Ser Pro Trp Ala Thr Arg Gly lie Ala 
355 360 365 



Ala Phe Leu Gly Phe Trp Ser lie Phe Thr Val Cys Phe Leu Cys Tyr 
370 375 380 



Leu Cys Tyr Leu Gin Cys Cys Gly Arg Trp Cys Pro Thr Pro Gly Arg 
385 390 395 400 



Gly Arg Arg Gly Gly Glu Gly Tyr Arg Arg Leu Pro Thr Tyr Asp Ser 
405 410 ' 415 



Tyr Pro Gly Val Arg Lys Met Lys Arg 



23 



420 



425 



<210> 18 
<211> 306 
<212> PRT 

<213> Human cytomegalovirus 
<400> 18 

Met Arg lie Glu Trp Val Trp Trp Leu Phe Gly Tyr Phe Val Ser Ser 
15 10 15 



Val Gly Ser Glu Arg Ser Leu Ser Tyr Arg Tyr His Leu Glu Ser Asn 
20 25 30 



Ser Ser Thr Asn Val Val Cys Asn Gly Asn lie Ser Val Phe Val Asn 
35 40 45 



Gly Thr Leu Gly Val Arg Tyr Asn lie Thr Val Gly lie Ser Ser Ser 
50 55 60 



Leu Leu lie Gly His Leu Thr lie Gin Val Leu Glu Ser Trp Phe Thr 
65 70 75 80 



Pro Trp Val Gin Asn Lys Ser Tyr Asn Lys Gin Pro Leu Gly Asp Thr 
85 90 95 



Glu Thr Leu Tyr Asn lie Asp Ser Glu Asn lie His Arg Val Ser Gin 
100 105 110 



Tyr Phe His Thr Arg Trp lie Lys Ser Leu Gin Glu Asn His Thr Cys 
115 120 125 



Asp Leu Thr Asn Ser Thr Pro Thr Tyr Thr Tyr Gin Val Asn Val Asn 
130 135 140 



Asn Thr Asn Tyr Leu Thr Leu Thr Ser Ser Gly Trp Gin Asp Arg Leu 
145 150 155 160 



Asn Tyr Thr Val lie Asn Ser Thr His Phe Asn Leu Thr Glu Ser Asn 
165 170 175 



lie Thr Ser lie Gin Lys Tyr Leu Asn Thr Thr Cys lie Glu Arg Leu 
180 185 190 



Arg Asn Tyr Thr Leu Glu Ser Val Tyr Thr Thr Thr Val Pro Gin Asn 
195 200 205 



24 



lie Thr Thr Ser Gin His Ala Thr Thr Thr Met His Thr lie Pro Pro 
210 215 220 



Asn Thr lie Thr lie Gin Asn Thr Thr Gin Ser His Thr Val Gin Thr 
225 230 235 240 



Pro Ser Phe Asn Asp Thr His Asn Val Thr Lys His Thr Leu Asn lie 
245 250 255 



Ser Tyr Val Leu Ser Gin Lys Thr Asn Asn Thr Thr Ser Pro Trp lie 
260 265 270 



Tyr Ala lie Pro Met Gly Ala Thr Ala Thr lie Gly Ala Gly Leu Tyr 
275 280 285 



lie Gly Lys His Phe Thr Pro Val Lys Phe Val Tyr Glu Val Trp Arg 
290 295 300 



Gly Gin 
305 



<210> 19 

<211> 92 

<212> PRT 

<213> Human cytomegalovirus 

<400> 19 

Met Ala Arg Ser Val Lys Thr lie Arg lie Gin His lie Tyr Ser Pro 
1 5 10 15 



Arg Ser Ser Asn Thr Leu Gin His Met Ser Lys Lys Gin Glu Ser lie 
20 25 30 



Ala Thr lie Thr Phe Gly Arg lie Thr Cys Cys His Pro Leu Ala Ser 
35 40 45 



lie Asn Leu Met Phe Asn Gly Ser Cys Thr Val Thr Val Lys lie Ser 
50 55 60 



Met Gly lie Asn Gly Ser Thr Asn Val His Gin Leu Val lie Val Leu 
65 70 75 80 



His Leu Gly Asn Arg Cys Gin Pro Trp Arg Gin Val 
85 90 



<210> 20 



25 



<211> 176 
<212> PRT 

<213> Human cytomegalovirus 
<400> 20 

Met Lys Pro Leu lie Met Leu lie Cys Phe Ala Val lie Leu Leu Gin 
15 10 15 



Leu Gly Val Thr Lys Val Cys Gin His Asn Glu Val Gin Leu Gly Asn 
20 25 30 



Glu Cys Cys Pro Pro Cys Gly Ser Gly Gin Arg Val Thr Lys Val Cys 
35 40 45 



Thr Asp Tyr Thr Ser Val Thr Cys Thr Pro Cys Pro Asn Gly Thr Tyr 
50 55 60 



Val Ser Gly Leu Tyr Asn Cys Thr Asp Cys Thr Gin Cys Asn Val Thr 
65 70 75 80 



Gin Val Met lie Arg Asn Cys Thr Ser Thr Asn Asn Thr Val Cys Ala 
85 90 95 



Pro Lys Asn His Thr Tyr Phe Ser Thr Pro Gly Val Gin His His Lys 
100 105 110 



Gin Arg Gin Gin Asn His Thr Ala His lie Thr Val Lys Gin Gly Lys 
115 120 125 



Ser Gly Arg His Thr Leu Ala Trp Leu Ser Leu Phe lie Phe Leu Val 
130 135 140 



Gly lie lie Leu Leu lie Leu Tyr Leu lie Ala Ala Tyr Arg Ser Glu 
145 150 155 160 



Arg Cys Gin Gin Cys Cys Ser lie Gly Lys lie Phe Tyr Arg Thr Leu 
165 170 175 



<210> 21 
<211> 100 
<212> PRT 

<213> Human cytomegalovirus 
<400> 21 

Met Cys Thr Asp Pro Arg Arg Thr Ala Gly Trp Glu Arg Leu Thr His 
15 10 15 
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His Ala Ser Tyr His Ala Asn Tyr Gly Ala Tyr Ala Val Leu Met Ala 
20 25 30 



Thr Ser Gin Arg Lys Ser Leu Val Leu His Arg Tyr Ser Ala Val Thr 
35 40 45 



Ala Val Ala Leu Gin Leu Met Pro Val Glu lie Val Arg Lys Leu Asp 
50 55 60 



Gin Ser Asp Trp Val Arg Gly Ala Trp lie Val Ser Glu Thr Phe Pro 
65 70 75 80 



Thr Ser Asp Pro Lys Gly Val Trp Ser Asp Asp Asp Ser Ser Met Gly 
85 90 95 



Gly Ser Asp Asp 
100 



<210> 22 
<211> 117 
<212> PRT 

<213> Human cytomegalovirus 
<400> 22 

Met Arg Leu lie Phe Gly Ala Leu lie lie Phe Leu Ala Tyr Val Tyr 
15 10 15 



His Tyr Glu Val Asn Gly Thr Glu Leu Arg Cys Arg Cys Leu His Arg 
20 25 30 



Lys Trp Pro Pro Asn Lys lie lie Leu Gly Asn Tyr Trp Leu His Arg 
35 40 45 



Asp Pro Arg Gly Pro Gly Cys Asp Lys Asn Glu His Leu Leu Tyr Pro 
50 55 60 



Asp Gly Arg Lys Pro Pro Gly Pro Gly Val Cys Leu Ser Pro Asp His 
65 70 75 80 



Leu Phe Ser Lys Trp Leu Asp Lys His Asn Asp Asn Arg Trp Tyr Asn 
85 90 95 



Val Asn lie Thr Lys Ser Pro Gly Pro Arg Arg lie Asn lie Thr Leu 
100 105 110 



lie Gly Val Arg Gly 
115 



27 



<210> 23 
<211> 159 
<212> PRT 

<213> Human cytomegalovirus 
<400> 23 

Met Val Leu Thr Trp Leu His His Pro Val Ser Asn Ser His lie Asn 
15 10 15 



Leu Leu Ser Val Arg His Leu Ser Leu lie Ala Tyr Met Leu Leu Thr 
20 25 30 



lie Cys Pro Leu Ala Val His Val Leu Glu Leu Glu Asp Tyr Asp Arg 
35 40 45 



Arg Cys Arg Cys Asn Asn Gin lie Leu Leu Asn Thr Leu Pro Val Gly 
50 55 60 



Thr Glu Leu Leu Lys Pro lie Ala Ala Ser Glu Ser Cys Asn Arg Gin 
65 70 75 80 



Glu Val Leu Ala lie Leu Lys Asp Lys Gly Thr Lys Cys Leu Asn Pro 
85 90 95 



Asn Ala Gin Ala Val Arg Arg His lie Asn Arg Leu Phe Phe Arg Leu 
100 105 110 



lie Leu Asp Glu Glu Gin Arg lie Tyr Asp Val Val Ser Thr Asn lie 
115 120 125 



Glu Phe Gly Ala Trp Pro Val Pro Thr Ala Tyr Lys Ala Phe Leu Trp 
130 135 140> 



Lys Tyr Ala Lys Arg Leu Asn Tyr His His Phe Arg Leu Arg Trp 

155 



145 




150 


<210> 


24 




<211> 


316 




<212> 


PRT 




<213> 


Human 


cytomegalovirus 


<400> 


24 





Met Leu Arg Leu Leu Phe Thr Leu Val Leu Leu Ala Leu His Gly Gin 
15 10 15 



Ser Val Gly Ala Ser Arg Asp Tyr Val His Val Arg Leu Leu Ser Tyr 



28 



20 



25 



30 



Arg Gly Asp Pro Leu Val Phe Lys His Thr Phe Ser Gly Val Arg Arg 
35 40 45 



Pro Phe Thr Glu Leu Gly Trp Ala Ala Cys Arg Asp Trp Asp Ser Met 
50 55 60 



His Cys Thr Pro Phe Trp Ser Thr Asp Leu Glu Gin Met Thr Asp Ser 
65 70 75 80 



Val Arg Arg Tyr Ser Thr Val Ser Pro Gly Lys Glu Val Thr Leu Gin 
85 90 95 



Leu His Gly Asn Gin Thr Val Gin Pro Ser Phe Leu Ser Phe Thr Cys 
100 105 110 



Arg Leu Gin Leu Glu Pro Val Val Glu Asn Val Gly Leu Tyr Val Ala 
115 120 125 



Tyr Val Val Asn Asp Gly Glu Arg Pro Gin Gin Phe Phe Thr Pro Gin 
130 135 140 



Val Asp Val Val Arg Phe Ala Leu Tyr Leu Glu Thr Leu Ser Arg lie 
145 150 155 160 



Val Glu Pro Leu Glu Ser Gly Arg Leu Ala Val Glu Phe Asp Thr Pro 
165 170 175 



Asp Leu Ala Leu Ala Pro Asp Leu Val Ser Ser Leu Phe Val Ala Gly 
180 185 190 



His Gly Glu Thr Asp Phe Tyr Met Asn Trp Thr Leu Arg Arg Ser Gin 
195 200 205 



Thr His Tyr Leu Glu Glu Met Ala Leu Gin Val Glu lie Leu Lys Pro 
210 215 220 



Arg Gly Val Arg His Arg Ala lie lie His His Pro Lys Leu Gin Pro 
225 230 235 240 



Gly Val Gly Leu Trp lie Asp Phe Cys Val Tyr Arg Tyr Asn Ala Arg 
245 250 255 



Leu Thr Arg Gly Tyr Val Arg Tyr Thr Leu Ser Pro Lys Ala Arg Leu 
260 265 270 



29 



Pro Ala Lys Ala Glu Gly Trp Leu Val Ser Leu Asp Arg Phe lie Val 
275 280 285 



Gin Tyr Leu Asn Thr Leu Leu lie Thr Met Met Ala Ala lie Trp Ala 
290 295 300 



Arg Val Leu lie Thr Tyr Leu Val Ser Arg Arg Arg 
305 310 315 



<210> 25 
<211> 122 
<212> PRT 

<213> Human cytomegalovirus 
<400> 25 

Met Val Asp Gin Cys Cys Tyr Arg His Leu His Arg Ser Leu Ser Gly 
15 10 15 



Gly Pro Asp Val Leu Tyr Ala Ala Ala Gly Thr Gin Arg Glu Gin Gin 
20 25 30 



Arg Leu Asp Lys Ser Leu Ala Ala Thr Ala Pro Ser Ala Val Ala Gly 
35 40 45 



Pro Pro Ala Asp Arg Asp Val Val Asp His Arg Thr Glu Thr His Ala 
50 55 60 



Tyr Glu Thr Pro Arg Tyr Ala Thr Arg Cys Leu Thr Arg Tyr Thr Thr 
65 70 75 80 



Pro Val Arg Ser Ala Val Arg Arg Thr Thr Cys Gly Lys Arg Val Ala 
85 90 95 



Ser Gin Ser Pro Pro Arg Ser Cys Leu Val Ala Pro Gin Ser Ser Pro 
100 105 110 



Ala His Pro Pro Arg His Pro Glu Gly Gly 





115 120 


<210> 


26 


<211> 


642 


<212> 


PRT 


<213> 


Human cytomegalovirus 


<400> 


26 



Met Gin Leu Cys Ser His Ser lie Ser Ser Gin Arg His Val Ala Ser 



30 



1 



5 



10 



15 



Ser Met His Cys Arg Ser Arg His Gin Arg Thr Pro Pro Ser Ala Thr 
20 25 30 



Thr His Gly Pro Cys Ala Pro Thr Ser Arg lie Leu Arg Arg Leu Leu 
35 40 45 



Thr Thr Arg Arg Phe Leu Pro Arg Thr Pro Ser Pro Ser Asn Thr Val 
50 55 60 



Cys Cys lie Arg Arg Arg Leu His Glu Arg Thr lie Arg His Ser Met 
65 70 75 80 



Arg Cys Arg Arg Arg Asp Met Ala Ser Ser Ala Ser Thr Pro Val Ser 
85 90 95 



His Thr Gin Pro Leu Ala Ala Asn His Arg Arg Ser Arg lie Thr Tyr 
100 105 110 



Ala Thr Thr Asp Pro Thr Asn Ser Pro Thr Ala Ser Pro Ala Lys Ser 
115 120 125 



Asp Lys Leu Glu Ala Asp Ala Asp Pro Ala Leu His Arg Arg Pro Ala 
130 135 140 



Ser Leu Leu Arg His Leu Phe Gin Pro Cys His Ala Gin Arg Gly Thr 
145 150 155 160 



Ser Asn Arg Ala Thr Ser Gin Arg Ala Ser Leu Asn Ala Val His His 
165 170 175 



Lys Leu Cys Gly Ala Met lie Ser Ser Ser Cys Ser Thr Thr Cys Thr 
180 185 190 



Pro Leu lie Met Asp Leu Pro Ser Leu Ser Val Glu Leu Ser Ala Gly 
195 200 205 



His Lys Lys Lys Glu Thr Pro Thr Glu Gly Gly Trp Gly Gly Glu Glu 
210 215 220 



Gly Glu Asp Asp Val Leu Ala Thr lie Arg Asn Thr Leu Ser Ala Pro 
225 230 235 240 



Thr Ser Pro Ala Ala Ala Thr Thr His Arg Leu Ser Phe Pro Gly Glu 
245 250 255 
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Ser Thr Phe Cys Leu Thr Ala Val Ser Glu Cys Ser Gin Arg Arg Thr 
260 265 270 



Ser Thr Ala Ala Leu Thr Pro Pro Pro Pro Ala Val Ala Ala Ala Phe 
275 280 285 



Ser Phe Ser Ser Thr Val Ser Glu Thr Gly Thr Phe Pro Gin Ser Thr 
290 295 300 



Thr Gly Arg Thr Arg Val Asp Asp Thr Ala Val Val Thr Ala Gly Asp 
305 310 315 320 



Pro Arg Ser Pro Val Thr His Val Thr Leu Leu Gin lie Phe Arg Leu 
325 330 335 



Arg Ser Ser Leu Leu Thr Ser Arg Ser Gly Gly Ala Leu Arg Gly Gly 
340 345 350 



Glu His Glu Ala lie Pro Lys Val Ala Ser Leu Phe Trp Thr Leu Leu 
355 360 365 



Lys Ala Thr Gin lie Val Glu Met Thr His Lys Thr Pro Ser Ala Asp 
370 375 380 



Ser His Arg Asn Pro Gin Lys Tyr Thr Asp Arg Pro Gin Arg Leu Leu 
385 390 395 400 



Leu Thr Ala Leu Ala lie Trp Gin Arg Thr Tyr Asn Asp Thr Arg Ala 
405 410 415 



Ala His Ala Pro Gin Val Arg Leu Leu Gly Asp lie Leu Thr Tyr Arg 
420 425 430 



Arg Pro Gin Thr Ala Thr Ala Ser Thr Lys Ala His Thr Gin Gin Gin 
435 440 445 



Pro Glu Glu Pro Lys Gly Gin Gin lie Trp Thr Gin Thr Ala Gly Gin 
450 455 460 



Ala Ala Pro His Gly Asp Glu Pro His Ser Asp Gly Glu Leu Arg Arg 
465 470 475 480 



Glu Ser His Ser Ala Pro Pro Thr Ser Arg Thr Leu Pro Asp Thr lie 
485 490 495 
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Leu Ala Val Lys Arg Arg Ser Val Ala Gin Arg Ser His Val Arg Leu 
500 505 510 



Asp Ala Lys Pro Gly Leu Asn Glu Arg Asp Gly Phe Arg Gin Arg Leu 
515 520 525 



Leu Leu Pro Leu Ser Gly Tyr Phe Arg Ala Asn Glu Leu Arg Asn Gin 
530 535 540 



Gin Phe Met Gly Tyr Gly Thr Lys Asn Gly Leu Lys Asn Thr Trp Leu 
545 550 555 560 



Thr Arg Pro Leu Gly Val Ala Gly Gly Val Arg Glu Thr lie Gly Glu 
565 570 575 



Arg Gin Asp Arg Asn Val Ala Asp Ser Ala Thr Gin Arg Val Phe His 
580 585 590 



Thr Leu Tyr Ala Ala Leu Gin Thr Val Arg Val Trp Tyr Thr Ala Leu 
595 600 605 



Gly Thr Ala Trp Arg Thr Ser Gly Ser Arg Thr Arg Glu Ser Leu Phe 
610 615 620 



Asp Gly Pro Arg Arg Arg Asp Arg Gin Ala Ala Arg Leu Arg Arg Leu 
625 630 635 640 



Glu Leu 



<210> 27 

<211> 336 

<212> PRT 

<213> Human cytomegalovirus 



<220> 

<2 21> MISC_FEATURE 

<222> (47) . . (47) 

<223> X is unknown (one of the naturally occurring amino acids) 
<220> 

<2 21> MIS C_FE ATURE 

<222> (49) . . (49) 

<223> X is unknown (one of the naturally occurring amino acids) 
<220> 

<221> MIS C_F E ATURE 

<222> (115) . - (115) 

<223> X is unknown (one of the naturally occurring amino acids) 

33 



<400> 27 

Met Val Phe Val Ser Gly Thr Ala Leu Gly Thr Gly Phe His Arg Ala 
15 10 15 



Glu Gly Ser Phe Cys Gly Cys Glu Gly Arg Ser Phe Phe Arg Thr Leu 
20 25 30 



Gly Thr Gly Leu Gly Asp Gly Gly Cys Ala Gly Arg Arg Trp Xaa Arg 
35 40 45 



Xaa Val Ala Gly Thr Gly lie Thr Leu Gly Thr Gly Thr Arg Gly Pro 
50 55 60 



Gly Leu Arg Asp Gly Gly Asp Gly Gly Val Cys Gly Glu Asp Gly Gly 
65 70 75 80 



Leu Leu Arg Arg Gly Arg Gly Leu Ala Gly Pro Ala Val Ala Gly Val 
85 90 95 



Cys Gly Asp Gly Gly Leu Leu Gin Arg Arg Gly Leu Arg Gly Gin Glu 
100 105 110 



Cys Ala Xaa Pro Gly Gly Phe Ala Gly Gly His Gly Thr Gly Gly Gly 
115 120 125 



Gly Asp Ser Thr Asn His Thr His Thr Gin Leu Thr Ser Ala Val Ala 
130 135 140 



Leu Ser Glu Pro Pro Leu Phe Phe lie Asn Val Leu lie Pro Pro Ala 
145 150 155 160 



Tyr Thr Arg Asn Ala Ala Cys Ser Tyr Ala His Thr Leu Ser Leu His 
165 170 175 



Ser Asp Met Leu Leu Arg Leu Cys Thr Ala Ala Ala Asp Thr Ser Gly 
180 185 190 



His Arg His Leu Pro Pro His Met Ala His Val Leu Arg Arg Pro Ala 
195 200 205 



Ser Tyr Val Val Cys Ser Gin His Gly Ala Phe Phe Pro Ala Arg His 
210 215 220 



Leu His Arg Thr Pro Ser Ala Ala Phe Ala Val Ala Ser Thr Arg Glu 
225 230 235 240 
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Gin Tyr Ala Thr Ala Cys Ala Val Ala Ala Ala Thr Trp Pro Pro Arg 
245 250 255 

Leu Pro His Leu Phe Arg Thr Pro Asn Leu Trp Leu Pro Thr Thr Asp 
260 265 270 

Val Gin Gly Ser Arg Thr Arg Arg Pro lie Pro Pro lie Leu Gin Arg 
275 280 285 

Pro Arg Pro Pro Ser Gin Thr Ser Trp Lys Pro Thr Gin Thr Gin His 
290 295 300 

Ser lie Asp Ala Arg Pro Arg Cys Cys Ala Thr Ser Ser Ser Pro Ala 
305 310 315 320 

Thr Pro Asn Ala Ala Leu Pro Thr Glu Pro His Pro Arg Gly Leu Pro 



<210> 28 
<211> 11950 
<212> DNA 

<213> Human herpesvirus 5 (AD169) 
<400> 28 

cctcgccatg aggatcgcga caggcgcgtc gagggggcag gaacaccctt gcggattgac 60 

attcttggtg gtgtttcgtt gttgtcggta gttgttgttg acgatgagga taaataaaaa 12 0 

tgaccttgtt tttgttctgt tttctcttgt tgggaatcgt cgactttgaa ttcttcgagt 180 

tatcggaaag ctgaggtacc caaatgtctg tagctttttt ctttttaccc tcttgtttat 240 

catctgcgat tcgtggtagg taggagaggg aaatgataat ccgagattaa ggaaaggaga 3 00 

agataaaaaa taaaaaaaaa taataaaaca gaagccgacc ggccgccgac ccgttcccca 3 60 

ggaccagcct acgaggaacg gataacgcgg tggcgacggc agcggtggtg gcgctggggg 42 0 

tggcggcagt ggtactgctg atggtagtcg ggacggagga gaggcgatgc atacatacac 4 80 

gcgtgcatgc tgcatgggtg gatggtacgg ccgggagacg cggaagagaa actcacataa 54 0 

aaaggtgaca aaaagagcgg ttgaaaaaag aaaacaagat tcgaccagac agaagagaag 600 

gaccggggct tggcgaccct tccacgactg ctgttgtcat ctcggctcct ccgtcttctc 660 

ccggccacgg gcggctaagt caccgccgtt ctccccatcc gtccgagcgc cgaccgacca 720 

gccggccgat tcgcccgccg gggcttctgg agaacgccgg ggcagcagcg atctggggaa 7 80 

gctgctaaac ccctgcgttt ttatatggta gctctgccga gcgcgggctg acgcgttggg 840 



35 



taagcggaaa 


gacgtgtgtg 


acgaaaaggg 


gtcccatggt 


atttcacgtg 


acgatgagga 


900 


gatacggttt 


ggagcacata 


cggtttagaa 


aaagggagtt 


gtcgtgacaa 


gggctgaggg 


960 


acctctgtct 


ccatgtgtgt 


ataaaaagca 


aggcacgttc 


ataatgtaaa 


aaagaacacg 


1020 


ttgtaaacaa 


gctattgctg 


tatcattcgg 


ctgactatgc 


ttcattcgga 


ctgattttct 


1080 


tttcctaacg 


gcgtaactta 


aagtgattaa 


cgtatgatat 


ttgttcccca 


gagttatact 


1140 


atagtcatca 


tcctaaaatt 


cagatataaa 


tgaacacatg 


tcgtatggga 


ttattaagaa 


1200 


accgaaactc 


tccacagttc 


accatcttct 


tcgtcattca 


accgatgacc 


cactccgtac 


1260 


aacgaatcag 


tctgctgcgt 


catattgcaa 


agcacaagcg 


acgtatgcga 


acaacttgaa 


1320 


acacaggctg 


ttgtattgac 


gaccgttgta 


ccattattag 


tcaccaccgt 


tatcccatgt 


1380 


ttcccacccg 


atggaaaacc 


gtcttctatc 


atcaactgtg 


gtaagatttc 


gaccctgcga 


1440 


ggtattcagt 


ttcctcatat 


ccataacctg 


gattttatca 


ttaaacccca 


atattaaaca 


1500 


cttttttagt 


accccccacc 


caccaaaaaa 


tgtgactgga 


ccggttccta 


gcagctctgg 


1560 


gagccatgtt 


caggttgaac 


cacagctaca 


gcgaaaccga 


gtccagtgac 


cggtaaccac 


1620 


gtccagcccc 


tgcgtatgta 


ccagtccaag 


cacgtccggt 


cattgttcta 


cacaggaaat 


1680 


ctaactaggt 


caacgcaatt 


ttattccacc 


gttacgcaga 


atactaacaa 


aaaaacacac 


1740 


aaatttaacg 


aattacacgt 


agtttattac 


atgaaaactg 


taagaacacc 


aattcactaa 


1800 


gcgatacaac 


atttagctga 


cttccaagtg 


ccacacatca 


ccactgtatt 


catccatgtt 


1860 


ttcaccgaac 


caacgagaca 


gatcgaagaa 


gccagaatct 


cccgacttta 


aattacataa 


1920 


atccaacgta 


ttatgaccac 


agctcgacac 


acaaatagtt 


gcgttactat 


tcacagtagc 


1980 


attacctata 


cccgtaacgt 


tgcacaacca 


ctgatcacca 


ttgttaccaa 


aaacggtttt 


2040 


ccacttagtt 


gtcaacggat 


ctttcctatg 


cgtaatggta 


aaattactac 


cagtcgtcgc 


2100 


ttttagctca 


ttacgagtat 


tatccgcatc 


cacatatatc 


aacgtcatag 


ctaggcacgc 


2160 


tataagtacc 


ccccccccac 


aatggaatgt 


tgccaaaccg 


gttctttccc 


gttatagcca 


2220 


tagcgttccc 


aggcaaaagc 


aaacgccaaa 


cctaatgcag 


tgaaaagcgc 


ttgcagccag 


2280 


aaccagctta 


tgtaccagcc 


acaatcacat 


ccggttattg 


tttccacagg 


aaatcctacc 


2340 


aggcaaagcc 


ccgcttgttt 


tgttcctatc 


ttgtttagca 


attcgtaaac 


tgtcagccta 


2400 


gcgacgtccg 


tttagatcaa 


aagtcacgta 


tatagcgacg 


ctgtttccat 


ccgtttcccc 


2460 
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2520 


cacacagacc 


actgggagtt 


cagttaaaga 


tttcatcagg 


tttattttgg 


ctgctgctag 


2580 


tcttttgctt 


cttagaaaaa 


aaatacccat 


atagagaaat 


aatgatagtt 


tgacaacaca 


2640 


tatggcaggg 


atttcttctt 


catcaataag 


atatgcaatt 


cccccaggga 


gagactttca 


2700 
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acaattgaat 


ttacaaaaac 


aaaattacat 


caggagaaag 


agaggataca 


ttaataaata 


2760 


tattatatct 


ggtgtatata 


ctgaatgctg 


ctggttcata 


aggtaacgat 


gctacttttt 


2820 


ttaattccaa 


gatggttttt 


ctttgttagt 


cttttgttga 


cttgctggtt 


cctaaaagtt 


2880 


cgcaaaaacg 


attgtgtgaa 


gattttatga 


cgttggttga 


ctagttcatg 


agattctgct 


2940 


gtacgtgtga 


tggttattcg 


ctggttcgtt 


ctaagatgag 


tatcgtactg 


tgtctgcgat 


3000 


ggtcgtctct 


tactggcatt 


ctctcggctg 


cctcttgctt 


tcatgattga 


aaaggaaaaa 


3060 


aggactccga 


gggcgcggtc 


atcttttact 


tttcggtttt 


ctcgttggcg 


ggtcagaggt 


3120 


agtcagatca 


tgagactgtc 


gtggtcgatg 


aaactgtgtc 


tgctcaagtg 


acgtccattt 


3180 


cttgtacgga 


gaaaaaagtc 


atcgggataa 


ataaggctat 


acaaggcgtt 


gtcaagcgtg 


3240 


cggctctaaa 


caaattaagc 


gatacaaaat 


tacagtaata 


cgaataataa 


attacccccc 


3300 


tccccctgtg 


gtcccccgag 


acgagagcca 


cccatcgtgt 


actctcgcac 


cacccacgac 


3360 


cacagaggga 


gacgggacga 


agagacgacg 


cacagcgcca 


tctcctcctg 


gaggccggcg 


3420 


acgttaactg 


ctacagctgc 


ggcggcgaag 


acagctgcga 


tttgtcggcc 


gacatgccga 


3480 


tggtatgggc 


ggcggcggca 


atggccgcgg 


cagcggggag 


gagaggagag 


agaagaggag 


3540 


cggggcgtcc 


gaaggcgagg 


atggcatggt 


ctcgccggag 


cgcccggctt 


ttatggaaca 


3600 


ctcgcgtccg 


gttgggtatc 


acccacagga 


agatgagtca 


caacttccaa 


accatcttga 


3660 


gacccgagta 


acggtttaca 


ggtcgcacgc 


cagtcagcta 


aaaacagcgg 


acagtcccac 


3720 


gctgtttctg 


ttgtggctct 


ctccagtttc 


ctcatcaccg 


tcccggtctc 


cgtcgtcatc 


3780 


ggaagaatac 


cacccgctct 


catgcggcag 


tcgatcggcc 


tcgacgaacg 


agacgcggcg 


3840 


acgcctctcc 


acggccgact 


ggttgtggtg 


gtgaaagaag 


agcaccagca 


atcccaggag 


3900 


gagcaacaag 


ccctcacatg 


tccaggaggt 


cggggagagg 


gcctgtcgga 


gatggccgtg 


3960 


aggcatcacg 


tacggcagct 


gaggagaaac 


ggagaagaaa 


ggaaaattac 


cgtcaggggc 


4020 


cggggttctt 


attagagaaa 


cagcacgtag 


gtcaggatcc 


agatgctaat 


ggcaatcatg 


4080 


atgacgatga 


tcatgcaggc 


caagacgcgg 


cgcaccaatg 


ccgaatccaa 


tagccgccgt 


4140 


gcctccggtt 


ggtggccggc 


ggcatctaga 


gacatgattt 


gggggggacc 


ggcggcgcaa 


4200 


aaagacaggg 


agatggacag 


tgtcacggtg 


ttttgttata 


attaggacat 


ggggaccgga 


4260 


agccgagaca 


gagtactaca 


gggtgttgaa 


gggtaacgtg 


agggagatca 


tgtcatgggc 


4320 


gggctgaaga 


ccgtgcgggg 


aggattgacg 


tgtgcggtgc 


ttgtggaaca 


cggtgtttta 


4380 


atatgtatcc 


gcgtgtaatg 


cacgcggtgt 


gctttctggc 


actcagcttg 


gtaagctatg 


4440 


tggccgtctg 


cgccgaaacc 


aaagtcgcca 


ccaactgtct 


cgtgaaatca 


gaagataccc 


4500 



atttgacgtg caagtgcagt ccgaataaca catcatctaa taccggcaat ggcagcaagt 4560 

gccacgcgat gtgcaaatgc cggatcacag aacccattac catgctaggc gcatactcgg 4620 

cctggggcgc gggctcgttc gtggctacgc tgatagtcct gctggtggtc ttctttgtaa 4 680 

tttacgcgcg cgaggaggag aaaaacaaca cgggcaccga ggtagatcaa tgtctggcct 4 74 0 

atcggagcct gacacgcaaa aagctggaac aacacgcggc taaaaagcag aacatctacg 4 800 

aacggattcc ataccgaccc tccagacaga aagataactc cccgttgatc gaaccgacgg 4 860 

gcacagacga cgaagaggac gaggacgaca acgtctgata aggaaggcga gaacgtgttt 4 920 

tgcaccatgc agacctacag cacccccctc acgcttgtca tagtcacgtc gctgtttttg 4980 

ttcacaactc agggaagttc atcgaacgcc gtcgaaccaa ccaaaaaacc cctaaagctc 5040 

gccaactacc gtgccacctg cgaggaccgt acacgcacgc tggttaccag gcttaacact 5100 

agccatcaca gcgtagtctg gcagcgttat gatatctaca gcagatacat gcgtcgtatg 5160 

ccgccacttt gtatcattac agacgcctat aaagaaacca cgcgtcaggg cggtgcggcg 5220 

ttcgcgtgca cgcgccaaaa tctgacgctg tacaatctca cggttaaaga tacgggagtc 5280 

tacctcctgc aggatcagta taccggcgat gtcgaggctt tctacctcat catccaccca 5340 

cgtagcttct gccgagcctt ggaaacgcgt cgatgctttt atccgggacc agggagagtt 5400 

gtggttacgg attcccaaga ggcagaccgg gcaattatct cggatttaaa acgccagtgg 5460 

tccggcctct cactccattg cgcctgggtt tcgggaatga tgatctttgt tggcgcgctg 5520 

gtcatctgct tcctgcgatc gcaacgaatc ggggaacagg acgctgaaca tctgcggacg 5580 

gacctagata cggaaccttt gttgttgacg gtggacgggg atttacagta aaagatgcgt 5640 

gtcgcctgcc gaagacctca ccatctcacg tacaggcata cggcgtatac aatcataata 5700 

ttctatattc tgcatagagt tacatgcaac agtactacta ccaatactgc atccatcaca 5760 

tcacccaaca ctgcttctac cacctttgtg accagcgtat tttctactcc gaataacaac 5820 

acatcaacga cgccacacac atctgtcacc tcacaagcgt caaccattgg caacatcacc 5880 

aacgttacct ccgacttgag tactttcaca accgtatatt ctacattcaa tacatcatat 5940 

gctaatatat ccaatacggc tgccactaca gaattgattt caacaaatac caacactata 6000 

ttatctttta ccaacgtaac agcaaacgct acatcatctt ataacacaac aatcaccgta 6060 

actatcacgt cagatgaaac ttcgcacaac gtatccacta atactgcact tataagcacg 6120 

ccatggctta caaattgcag cgccacaacg tacaccacgt acaaccgtac taactcttcc 6180 

aacgcttgtc acacagagac aacaatcata cgtttcaaag aaactaatac aacaggaata 624 0 

gaagggagta atgtcaccat aaaaggtaat tctacgtggg attgtctttc agtcgcctgg 6300 

atacgacatt acaatcgatc cacacacgga catcatctag gtcatcgtaa gaacgcacat 6360 
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acccaatctt 


ggtattggtt 


acgcatcctt 


acctctcata 


ctgtatgtca 


ttctcaacat 


6420 


gaaagacctt 


cactgtacca 


tgacttatgt 


cgttcgtgca 


acaacacaga 


actacatctg 


6480 


tacgatctaa 


atatcaccaa 


ttccggcagg 


tacagcagac 


gttgttttaa 


agaaaattac 


6540 


ttcacaggac 


atcacgaaga 


tgaaaatttc 


tacctattag 


taacaccaaa 


aaatcatact 


6600 


gaagctatta 


atgctacttt 


cgtttgccct 


agatacaaca 


ccgatatcga 


aaatgaagat 


6660 


agagagaaag 


gaagtcaaca 


tactaacaat 


acacatcacc 


acaaacgtaa 


tctctatcat 


6720 


agctcgcaaa 


gaagccgcac 


cgtatggacc 


atcgtgttgg 


tttgtatggc 


ctgcatagtt 


6780 


ctgttttttg 


cacgacgagc 


ctttaacaaa 


aagtaccata 


tgttgcaaga 


caccgtcagt 


6840 


gaatcagaat 


tcattgttcg 


atatcacaca 


gaacatgaag 


attgagctac 


gtttccgggc 


6900 


agacatctta 


tgaagctgaa 


caataaacta 


aaacattctg 


taaggctcag 


cgttcaaagg 


6960 


aatattaatg 


cccattgagc 


gagaactaat 


attgcaatgg 


actggcgatt 


tacggttatg 


7020 


tggacgatac 


taatatccgc 


gttatcagaa 


agctgcaatc 


aaacctgttc 


ctgtcaatgt 


7080 


ccctgtagta 


ctaccgttaa 


ctattccact 


agtactgaga 


cagccacatc 


aacatacagt 


7140 


acaacagtta 


tcagcaataa 


aagcacttca 


gaatctataa 


attgctctac 


tgcaactgca 


7200 


ccagcaacca 


ccgtttctac 


aaaaccgtcg 


aaaacaacca 


cacagatatc 


cacaacgaca 


7260 


aatacaaacg 


ttgagactac 


cacatgtacc 


aacaccacca 


cgaccgttac 


ttgtgatggt 


7320 


ttcaattata 


cagtccataa 


aagatgcgac 


cgcagttacg 


aggtaatcaa 


cgtaacagga 


7380 


tacgttggtg 


gcaacataac 


tctaaaaaat 


gcaatcagac 


tgagaaatgg 


cacaatgtag 


7440 


actggattca 


ttatgagtac 


cccacgcata 


aaatgtgcga 


attaggcaac 


tatcaccaaa 


7500 


caacaccacg 


gcacgacata 


tgttttgact 


gcaacgacac 


ctccctaact 


atctacaact 


7560 


taaccacaag 


aaacgctgga 


aaatatacca 


ggcatcaccg 


tgataacggt 


caagaagaaa 


7620 


attactacgt 


aacggtgtta 


attggagaca 


caacgttatc 


cactcttggc 


acatgccctg 


7680 


taagatataa 


agaatctagg 


aacactgaaa 


acaccattgg 


aagtaacatc 


ataaaaacca 


7740 


ttgagaaagc 


taacattccc 


ctgggaattc 


atgctgtatg 


ggcaggcgta 


gtggtatcag 


7800 


tggcgcttat 


agcgttgtac 


atgggtagcc 


atcgcattcc 


caaaaaaccg 


cattacacca 


7860 


aacttcccaa 


atatgatcca 


gatgaatttt 


ggactaaggc 


ttaacatgca 


catcaataaa 


7920 


ctttttttaa 


ccaataacat 


gtctctgttt 


ttttttgtta 


acaacctatg 


atataaagcg 


7980 


gtatattcaa 


tcattactaa 


acaaaaaaac 


atgggcatgc 


aatgcaacac 


taaattgtta 


8040 


ttgccagtcg 


cactaatacc 


ggttgtaatc 


atcctaattg 


gtactctagt 


gcccatactt 


8100 


ttacatgaac 


aaaaaaaggc 


gttttactgg 


cgactttttc 


tgcaaagtca 


acatgtagaa 


8160 



gcacccatta 
aattattcca 
cgcaatgtta 
gaaactaaag 
cacgtttacg 
aattacttcg 
tcttcacgtc 
gccgtggtga 
agacacaaac 
actaatttat 
cgcttttcta 
gcatcatgtg 
acaaagcgga 
ctgcatgaga 
cattcagggg 
gtgttttata 
gtaatcaaaa 
gtgccgaacg 
tcggccatgg 
tctgctccag 
taagagaagg 
aaatgaagag 
tctctcggcg 
gagtccataa 
ttttttttgt 
gagtatggtt 
ctgttattgt 
gtctcccgac 
cggcaacgtt 
agggtggggt 
acaacattac 



cagtaacgca 
gcttttggta 
cacattacta 
gtctgcagtt 
aatgtgatct 
ataactgtaa 
attctaaaca 
cggtaattat 
tacgaactag 
ccaagataaa 
ctccatcatg 
cctcatttgt 
tctgcgagtg 
acacgcgtga 
aagtatacat 
aaagagcgtc 
atatgccgcg 
acggatatgc 
taaacgtcac 
ctcgggggat 
gtttttcccc 
tgaaataggc 
aagaaattgt 
agcaccgttg 
ttttgtatcg 
atgatgctta 
gtttttggga 
cgtcagattc 
acatttcgag 
cataagtcca 
agatatgaag 



gggagacaca 
ccacggtaat 
cacaaacaca 
atataatgta 
ttcatgtaac 
ctacaccata 
aacaaattcc 
gatctacgtt 
aaacaacgta 
atttgattac 
aaggatcgca 
atttacttta 
gaatttccct 
cacatagcgt 
tactatcgac 
tcgaagcagc 
cagtagtcga 
gtcgttgtca 
cctgtgtggc 
agtgaggaat 
gtaagatgat 
acagggaatc 
cgtctctgtt 
tccgggtacg 
cttatcgcca 
gaacgtggag 
cttgttcaat 
ctaagaatat 
gtcttcagaa 
tctgttcgtt 
tagcgaacct 



gtctacctag 
tgcgaacttt 
tcgtgttccc 
acattaaacg 
attactactt 
aatagcacca 
cacgtatcca 
ttgatccact 
aatcgcatag 
tccgtgcggt 
atagaatact 
aacgtcgttg 
cgttaccccc 
acccctggac 
gtgttatcac 
ttgagccaca 
aagccgtact 
tcttcgacta 
tggtatgtag 
tctcaaggga 
cctcgtatca 
agatgccagc 
ggcttgcaaa 
gtgaaagtga 
ctgacagtgc 
attattacca 
cggcacgacg 
tacttgcgct 
caaaacggaa 
cttcccgaaa 
gacgtataac 



atgctagcaa 
9tggatggaa 
cgcaattcat 
attcaggtgc 
ataacgaata 
agcatattat 
ctcacgctgg 
ttaacgttcc 
cgtgattaca 
tctcaaaaac 
gctatgtatc 
tgttcttact 
gtgtatcggc 
ggtacagttt 
agaacacaca 
ctacggtcca 
gagcgtgcga 
taaggatcgc 
cgtatccggt 
tacgggaccc 
catgaggtct 
ctcgtgatgc 
tacatcccac 
ctcggattgt 
aatattttga 
atggtactac 
actgctcccg 
aactactcag 
gactttttgc 
ctccagggca 
tgcacctata 



taatccctgt 
cggatatcta 
gtgcataaac 
ttatactgaa 
tgaaatactc 
caccgtggtg 

ttgggcagcc 

ggcaactctg 
aagtatcgac 
tgtaaggtcc 
atctttattt 
ccgtctccag 
atacaatgtg 
atgataacgt 
gattttctgc 
gatgacgagc 
ggcgggtagg 
gaccgagtct 
ttggaattgt 
aatgactgga 
ggatatgtat 
agccgctggt 
cttaagcgat 
agcacgtccc 
tcgtgaggct 
ttgccgcgta 
tggaatggaa 
ggaccatcaa 
actggttgtt 
actataacga 
accgcttgac 



8220 
8280 
8340 
8400 
8460 
8520 
8580 
8640 
8700 
8760 
8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 
9360 
9420 
9480 
9540 
9600 
9660 
9720 
9780 
9840 
9900 
9960 
10020 
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gttgctaaat 


ctgacgacgg 


aaaacagcgg 


aaagtactat 


tttaaaaggg 


aagatgcgaa 


10080 


tttcaccttt 


tattactctt 


gttacaacct 


gaccgtgtcc 


taaagaacgc 


acgtgaagtt 


10140 


ccacagagcc 


gcgtggctgt 


agctattgtg 


tttacgttgc 


ttttgaaatg 


ttaagcgtcc 


10200 


ctacggcgct 


aacatgtttc 


taggctactc 


tgactgtgta 


gatcccggcc 


ttgctgtgta 


10260 


tcgtgtatct 


agatcacgct 


taaagctcgt 


gttgtctttt 


gtgtggttgg 


tcggtttgcg 


10320 


tctccatgat 


tgtgccgcgt 


tcgagtcctg 


ctgttacgac 


atcaccgagg 


cggagagtaa 


10380 


caaggctata 


tcaagggaca 


aagcagcatt 


cacctccagc 


gtgagcaccc 


gtacaccgtc 


10440 


cctggcgatc 


gcgcctcctc 


ctgatcgatc 


gatgctgttg 


tcgcgggagg 


aagaactcgt 


10500 


tccgtggagt 


cgtctcatca 


tcactaagca 


gttctacgga 


ggcctgattt 


tccacaccac 


10560 


ctgggtcacc 


ggcttcgtct 


tactaggact 


tttgacgctt 


ttcgccagcc 


tgtttcgcgt 


10620 


accgcaatcc 


atctgtcgtt 


tctgcataga 


ccgtctccgg 


gacatcgccc 


gtcctctgaa 


10680 


ataccgctat 


caacgtctcg 


tcgctaccgt 


gtagctagtt 


agccagctgt 


gtatagtttg 


10740 


ttgtgttttg 


cttttgcata 


tttgttttca 


gtcagagagt 


ctgaaacggg 


gtgggaggga 


10800 


cttttacggg 


taatgcatgc 


taagatgaac 


gggtgggctg 


gggtgcgctt 


ggtaactcac 


10860 


tgtttgaata 


cgcgctcacg 


cacatatgta 


gcactcaaca 


tgttagcttt 


tgcccgcacg 


10920 


ccccggggcg 


tgccgagctg 


cctttttaat 


aaagtctggg 


tttccagata 


cgcgctggtt 


10980 


ctgattttga 


tggtttgtgc 


ctctgaaagc 


tctacgagct 


gggccgtgac 


atccaatcga 


11040 


ctgcctaact 


gtagcacgat 


aactacaaca 


gcgggtcaag 


acgctgaatt 


gcacggtccg 


11100 


gcaccgttaa 


gctgtaatgt 


gacccagtgg 


ggacgttacg 


agaatggaag 


cacacccgta 


11160 


ttatggtgca 


ctttatgggg 


atcacgcacg 


cgagtctcat 


taggacaccg 


tgtagcgttt 


11220 


ggctgttctt 


ggaaaacatt 


ttttatttat 


aacgtttctg 


aaagtagtgg 


tggcacttat 


11280 


tatcaaaaag 


gttacaactg 


caccgacaaa 


catataacac 


tatcttgttt 


caacctaacg 


11340 


gtggttcctc 


gagcggttca 


aagcacaacc 


accgtaatga 


cacccacggt 


ggttacaaac 


11400 


tccacattca 


gtgtgtcact 


tgttgcgtcg 


agactgacga 


caaattccag 


cgcgtttaga 


11460 


cacgctagtt 


atcaacggca 


acagcgtgtc 


ggaaacggga 


cgttatccaa 


gaacataact 


11520 


aacttggcat 


tcacctacgg 


cagctggggc 


gtcgcgatgc 


tgctgttcgc 


cgccgtgatg 


11580 


gtgctcgttg 


atttgggttt 


gcctcaatcg 


gcttggcgac 


gctggcgaag 


ccacgtggac 


11640 


gatgaagaac 


gtggtttgtt 


aatgtaggaa 


ataaaaggca 


ctgtttgagc 


atgactgttt 


11700 


ccaaaccgta 


acgtggtaaa 


taaatcatgg 


cttccgacgt 


gagctcccat 


cttctaacgg 


11760 


ttacacaatc 


ccgttggaca 


atacatcata 


tgtacaataa 


actgttgatt 


ttggcgttgt 


11820 
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ttacccccgt gattctggaa tccatcatct acgtgtctgg gccacaggga gggaacgtta 11880 
ccctggtatc caacttcact tcaaacatca gcgcacggtg gtttcgctgg gacggcaacg 11940 
atagtcatct 11950 

<210> 29 

<211> 14078 

<212> DNA 

<213> Human herpesvirus 5 (AD16 9) 

<400> 29 



cacccgcacc 


gagaagcggc 


tatgcaaacc 


caagcctcgc 


taaaccactt 


ggaccaaatt 


60 


ttgggtccgc 


aacttctgat 


ccatgagacg 


cagcaggccc 


tgcaacacgc 


cgtccatcaa 


120 


gcgcagttca 


tcgagaagtg 


tcaacagggc 


gatccaacta 


cagccatcac 


gggcagcgag 


180 


ttcgagggcg 


actttgcacg 


ctaccgcagc 


agtcaacaga 


agatggagga 


acaattacaa 


240 


gagactagac 


aacagatgac 


cgagactagc 


gagcggctag 


atcgctcgct 


gcgccaggat 


300 


cccgggagca 


gctccgtcac 


gcgtgtaccc 


gagaaaccct 


tcaagggtca 


ggagctggcg 


360 


ggtcggatca 


cgcccccgcc 


cgccgacttc 


cagcagcccg 


ttttcaaaac 


gctgctagat 


420 


cagcaggccg 


acgcggcccg 


gaaagcgctc 


agcgacgagg 


ccgatctgct 


gaatcagaaa 


480 


gtacagacgc 


agttgcgaca 


acgcgacgag 


cagctgagca 


cggcgcagaa 


cctgtggact 


540 


gatctggtca 


cgcgccacaa 


aatgagcggc 


ggactggacg 


tgaccacccc 


cgacgccaag 


600 


gcgctgatgg 


aaaagccgct 


ggagacactt 


cgcgagctgt 


tgggcaaagc 


cacgcaacaa 


660 


ctgccgtacc 


tgtcggcgga 


acgcacagtg 


cgctggatgc 


tggcctttct 


ggaggaagcc 


720 


cttgcgcaaa 


tcaccgcgga 


ccctacgcac 


ccgcatcacg 


gaagcaggac 


ccactaccgg 


780 


aacctgcaac 


agcaagctgt 


cgagagcgcc 


gtgacgctag 


cgcatcaaat 


cgaacaaaac 


84 0 


gcggcctgtg 


aaaattttat 


tgcacagcat 


caagaggcga 


ctgccaacgg 


cgcgtccacg 


900 


ccgcgggtcg 


acatggtcca 


ggcggtggaa 


gcggtctggc 


agcgactgga 


acccggacgc 


960 


gtagccggcg 


gcgccgcgcg 


tcatcaaaaa 


gtgcaggaac 


tgttgcagcg 


cttgggtcag 


1020 


acgctaggcg 


acctagaact 


gcaggaaacg 


ttggcgacgg 


aatactttgc 


gctgttacac 


1080 


ggaatccaga 


ccttcagcta 


cgggctggac 


tttcggtcgc 


agttggaaaa 


gatccgcgat 


1140 


ctgcggactc 


gttttgcgga 


actggccaag 


cgacgcggca 


cgcgtctctc 


caacgaggga 


1200 


gtcctgccca 


acccccggaa 


accgcaggcg 


acgacttcac 


tgggcgcctt 


tacacgcggg 


1260 


ttgaacgcgc 


tggaacgaca 


cgtccagctg 


ggtcaccagt 


atctgctcaa 


caagctcaac 


1320 


ggctcatcgc 


tagtctatag 


gctggaagac 


attcctagcg 


tgcttccggc 


aacacacgag 


1380 


accgaccccg 


cgctgataat 


gcgcgaccgc 


ctgcgtcgcc 


tatgcttcgc 


gcgtcaccac 


1440 
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gacaccttcc 


ttgaagtggt 


agaegtctte 


ggcatgegge 


aaategtcac 


gcaggccggc 


1500 


gaacccattc 


acctggtcac 


cgattatggc 


aaegtagect 


ttaagtactt 


ggegctgega 


1560 


gacgatggtc 


ggcccctggc 


atggcggcgc 


cgctgtagcg 


geggaggact 


caagaaegtc 


1620 


gtcaccacac 


gttataaagc 


catcaeggta 


gccgtggccg 


tctgtcagac 


attgegcact 


1680 


ttctggccac 


agatctcgca 


gtacgaccta 


cgaccctacc 


tcacgcagca 


tcagagccac 


1740 


acgcaccccg 


cggagactca 


caegttgeat 


aaccttaagc 


tcttttgtta 


tctggtgagc 


1800 


accgcctggc 


accagcgcat 


cgacacgcag 


caggagctga 


cggccgccga 


tegegtagge 


1860 


agcggcgagg 


gtggtgacgt 


aggggaacag 


agaccgggcc 


gcggtaccgt 


gctgcgcctg 


1920 


agtctgcaag 


agttttgtgt 


actcatagcg 


gctctgtacc 


ccgagtacat 


ctacaccgtc 


1980 


ctcaaatacc 


cggtgcagat 


gtcactaccc 


tccctcacag 


ctcacctaca 


tcaggatgtg 


2040 


atacacgcgg 


tagtcaataa 


cacacacaaa 


atgccccccg 


accacctccc 


cgaacaggtc 


2100 


aaggccttct 


gtatcacccc 


cacccaatgg 


cccgccatgc 


agctcaataa 


actgttttgg 


2160 


gaaaataaac 


tggtacagca 


actgtgccag 


gtaggcccgc 


aaaaaagcac 


accgccctta 


2220 


ggcaagctat 


ggctctacgc 


catggccacg 


ctggtctttc 


cacaagacat 


gctgcagtgt 


2280 


ctgtggctag 


aactgaaacc 


ccagtacgcc 


gagacatacg 


cctcggtgtc 


cgaattggta 


2340 


cagacgttgt 


ttcagatttt 


cacgcaacaa 


tgcgaaatgg 


tgaccgaggg 


gtacacgcaa 


2400 


ccgcagctcc 


ccaccggaga 


geeggtgett 


cagatgatcc 


gcgtgccacg 


tcaggacaca 


2460 


accaccacag 


acacaaacac 


gaecaeggag 


ccgggacttt 


tagatgtttt 


tattcaaaca 


2520 


gaaaccgccc 


tagactacgc 


gctgggctcc 


tggcttttcg 


gcatacccgt 


gtgtctcggc 


2580 


gtgcatgtag 


ccgacctgct 


gaaaggccaa 


cgtatactag 


tagcgcgcca 


cctcgaatac 


2640 


acgtcgcgag 


accgcgactt 


cctccgcatc 


caacgctccc 


gggatctcaa 


tctcagtcaa 


2700 


ctgctccagg 


acacgtggac 


cgaaacgccg 


ctggagcact 


gctggctaca 


agcccaaatc 


2760 


agacggctac 


gcgattacct 


gcgtttcccc 


acccgcttag 


agtttattcc 


cctagtcatt 


2820 


tacaacgcac 


aggaccacac 


cgtcgtacgc 


gtgetgegae 


cgccctccac 


gttcgaacag 


2880 


gaccacagtc 


ggctggtgtt 


ggacgaggee 


ttccccacct 


tcccgctgta 


tgaccaagat 


2940 


gataactcat 


ccgcggacaa 


catcgctgcg 


tctggcgccg 


ctccaacacc 


gccggtacct 


3000 


ttcaaccgcg 


tgccagtcaa 


tattcagttt 


ctgcgtgaaa 


acccgccacc 


catcgcgcga 


3060 


attcaacaac 


caeca caeca 


acatcatcat 


caaacaacca 


caaccacaaa 

73 ^— * ^* ^3 ^* 




3120 


cagatagatc 


aegtacaaga 


cgatacatca 


aggacagecg 


actctgeatt 


agtctctacc 


3180 


gcctttggcg 


ggtcegtett 


tcaagaaaac 


cgattgggag 


aaacaccact 


atgecgagat 


3240 


gaacttgtgg 


ccgtggcgcc 


cggcgccgcc 


agcaccagtt 


tcgcctcgcc 


gcctatcacg 


3300 
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gtgcttacgc 


agaacgtcct 


cagtgctcta 


gaaatactgc 


ggctagtgcg 


attggacctg 


3360 


cgacaactgg 


cgcaatccgt 


acaggacact 


attcaacaca 


tgcggtttct 


ctatcttttg 


3420 


taaccgacac 


tgacagtagc 


gggtaataaa 


aacaatagga 


tttttatcgt 


ttttttatgt 


3480 


tacaaaacaa 


cgtatcactt 


tcacggtgat 


ttattcttgc 


tattcctttt 


ccccttgggc 


3540 


tgtcagcgcc 


gggtgcgcga 


cacggctacc 


atgcgcaaca 


ggtccagctt 


aaaggcgcac 


3600 


ttgtcattaa 


acaggctgga 


catgcgcgtg 


tacttgctca 


gcatggtggc 


caacaccggg 


3660 


tgggtggcct 


ctgatatctc 


ggtcggcagc 


tccaaaacga 


cgttaacgac 


gtgacggtgt 


3720 


ttttcgtccc 


gcttgttggc 


caccgtgggt 


cccggcgcgg 


tgttagacat 


ggggcaggcc 


3780 


gtggggggag 


gacgaagagg 


aagccgctgc 


taaaccgccg 


cgcgcctgct 


gcacaatgtg 


3840 


gccgccgacg 


tggcaggcgg 


tctgtttaac 


cagcgcgcag 


ccccgacaca 


gcggggcgcc 


3900 


gtcctcgctt 


tccaaacagc 


tgtcgcggta 


ctcgcccgtc 


tgacagcgcg 


cgcacagcag 


3960 


gccgtgcccg 


tgcgaagtga 


ggcgcaggag 


acgcgggacc 


gtcacgtcgc 


gtaccaccac 


4020 


agtggagtcg 


caggtgcgtg 


ccgcgcaggg 


cagaatgacg 


tcgaaagcca 


gccggtgatc 


4080 


gtacacggca 


caagccgcgt 


tgaggcccag 


cacggctttc 


cagcccacgc 


gtacgcagcg 


4140 


ctgtccaaag 


agcgtctcgg 


agacgagctc 


gtagacgcgc 


tgccgcacca 


cccgctgact 


4200 


gccgcagagc 


gagcagtgca 


cgagctcggc 


gtgcgtgttg 


aagatgacgc 


tcttttcttg 


4260 


acggtcccga 


taatagaaca 


tcgagttgag 


cggaaagttt 


tgctggcagt 


gtagcttttc 


4320 


cttacccagg 


ttgaggcagt 


gtccgcactg 


ccgacagacc 


acggccacca 


gcgagcgcgc 


4380 


gtccagatgg 


cgctcgcact 


tgagtcgaca 


cagacaccag 


agcggcaggt 


cgatgacgct 


4440 


gccgatgagg 


ccgccgcgca 


gcgcggcgct 


gagtgcaaag 


aggacgatct 


tggtgggctc 


4500 


tacgtgacgc 


gcctgctgtc 


cggcgcccgc 


gtgtcctacc 


gccgcagctg 


ccgccgtcga 


4560 


gcctcctccg 


cgcgtctcgt 


cgtgcagacc 


cagtgcccgc 


aacggcacca 


ggtatcgcgg 


4620 


acacgtgtcg 


caaaacgtct 


gcaccgcttg 


tcgggccagt 


acgtagagcg 


ggtttccgca 


4680 


gggtaccttc 


ccggcgtacc 


ggcgcaaggc 


tgcgatgagg 


ccccgcaact 


gcggcgaccg 


4740 


cggctgccgt 


tggtgacacc 


actggttacg 


gtggtatacg 


gccaaatcag 


cgcgggcgtc 


4800 


gaagcgcttg 


gcgcgtagta 


atgctaggca 


cggcgagctg 


gtggggtgaa 


gcacgggcag 


4860 


ccgaaggtcc 


accccgaaaa 


ggaaacggtg 


aaggtcacct 


agcagcgagg 


cggtgacacc 


4920 


gtccaacaac 


gcgtgcagcc 


gctcgggcgg 


gtagagccgc 


agacggcgca 


gcaggtagtc 


4980 


ggtgtcgtag 


cgttcgaaac 


gcagaaaggc 


catcgtgcgg 


acggccacgg 


tgtgcagaca 


5040 


gtccatgctg 


tagacgtaag 


cgagaaacac 


aaagtagggc 


ttggtcataa 


ccatacgctg 


5100 



aaagagcgcc 


gtcaccgcct 


cccgctcggc 


ttgccgacac 


accagccatt 


cgcgcaggaa 


5160 


gcgttggtag 


agacggtcgc 


ccagctcgcg 


attcagaaag 


cgcttatccg 


tcacgaagag 


5220 


atgaaggacg 


caagaacgtg 


gcacgtgatg 


caccagctgc 


tgctggagga 


ccgccgacgt 


5280 


ctgcgccgca 


aactgcgccg 


gtggctgcga 


cgtttctacc 


gccgcttcct 


ccggctgcag 


5340 


cgcaccgcgg 


ccgatcacca 


gctgcacatg 


gaaatggtcc 


tcgtgaacgc 


agaggggcgc 


5400 


gaagagacgg 


cgcagagcct 


ggtggaactc 


atcagtcgcg 


gtgtgcggag 


cgtgtcggag 


5460 


acgacgactg 


gccatgaccg 


cgccacagca 


gagccagcac 


cagcagaaga 


gccagcacca 


5520 


gcgggcccag 


agtcgcaaag 


cgcgcgggca 


gccacggccc 


agactgcggt 


cgcgatggcc 


5580 


cggagcgcgc 


tcgccaccac 


gatgacggtg 


cccaacgata 


accagtccgc 


tccaaggacg 


5640 


gcgcgcacgg 


cggagacggc 


ggatgacggt 


gatgggtcga 


cacccctcgc 


cgacgactca 


5700 


cgtgctcctc 


cagaggccga 


cgcgcggacc 


ctccgacgtc 


ctggcccgcc 


gctgccgctg 


5760 


ccgccttccc 


ttctcccgcc 


agagccagca 


actcctcctc 


ctcttcatca 


gcgtctccct 


5820 


cgcttgcgca 


tccgcatcgt 


cccatacagg 


cctcacaacg 


acacagccgc 


cacgaccccg 


5880 


ccgccatggg 


tggcggcggc 


ggccgaggcc 


cggcagcggc 


gccgccagcg 


gcgaccatgg 


5940 


tgggagagca 


actcggatga 


cgaggaggag 


gagggggaga 


tgcggtccga 


gaggaccgct 


6000 


ttcccgccgt 


tcgcgtaagc 


gcggccgaca 


tgcgggcgcg 


ccacagggac 


ggaccgctgc 


6060 


cgctgtgact 


gcttacggtg 


acgtggttcc 


ggaccgccaa 


cgacgtcgac 


gcggctttct 


6120 


tggcgtacag 


ctcgcgcagc 


agattctcgt 


actcgccctc 


gttttcgggt 


ccgaaggcga 


6180 


tgagctcgat 


gttgaagacc 


gacgccgaat 


tggatttgcg 


caccacgcac 


ttcgtcagca 


6240 


ctccgtaggc 


cgagggcttg 


atctcctcga 


tgtccttgag 


cgtgacgatg 


agcgactcgt 


6300 


tcaccttaag 


cacattgaac 


tcacctacgt 


ggcgcgccgg 


cgaaacgagc 


ttgacgggcg 


6360 


ctcgtacaaa 


acagcagagg 


gagacggcgc 


agccagtgtt 


tttaaagata 


aaacaaggca 


6420 


cgtggtctgt 


gcggctctcc 


cagtagctga 


gtagatactc 


gacacaatag 


accgtgtctg 


6480 


tcttgagcat 


ggcgtcgcac 


accgagtaat 


tggggttttt 


acagatgagg 


ccggcatcgg 


6540 


tgacgcgcag 


ctcgctggga 


cccaacttga 


ggatacgccg 


cgtggcctgc 


accagatcct 


6600 


gatggagaac 


cttgttcatc 


tccatcgcac 


cgacgccacc 


gccgatttat 


ttacccggcg 


6660 


ccgactcgtc 


ttttccctcc 


aggattccgt 


taatgtccat 


gagcttgctg 


acgatcgccg 


6720 


t t aatagttg 


cgtct t c t ca 


cggaggatc t 


ctccgtgac t 


QCaCTQt CQCQ 


cagtcgccgt 


6780 


gcacgtactt 


gaggaaggcg 


gcgtacttct 


gacccgcgtt 


cacgaaattt 


aagcgcgcgt 


6840 


ccagagaggg 


cagcaacaga 


tcgtagacgc 


gcggcagcat 


cggctcgaac 


tgtaatagca 


6900 


gatcgtcgtc 


aagatcgggt 


agcgcgtgtc 


cgtcttcacc 


gtcctcgtcg 


tcaccacctc 


6960 
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ccccctcgag 


cccaccgctc 


gtaccagccg 


cgggctccgc 


gtcctcgtcg 


atcaccagcg 


7020 


gtcgcgtcgg 


caccggagaa 


tccacgtcat 


cctgcacgtc 


gttttcctcc 


tctccgtcgt 


7080 


catcgtccag 


aaacggcacc 


cgctgcttag 


cccaggacat 


tcttttttcc 


gcgtcctcaa 


7140 


tcagcggcgc 


cgatcgccat 


gaatccgagt 


acccacgtga 


gcagtaacgg 


cccaacgact 


7200 


ccccctcacg 


ggccccacac 


cacgtttctt 


cccccgacca 


gcccggcccc 


gtccaccagc 


7260 


tccgtcgccg 


ccgctacctt 


gtgcagtccg 


caacgacagg 


ccgtttcgcg 


ttacagcggc 


7320 


tggagcaccg 


agtacaccca 


gtggcactcg 


gacttgacaa 


ctgagctgct 


atggcacgcg 


7380 


cacccgcgtc 


aagtacctat 


ggacgaagcg 


ctggccgccg 


cggcggccgc 


ctcataccag 


7440 


gtaaatcctc 


aacaccccgc 


caaccgttac 


cgtcattacg 


aattccagac 


gctcagcctc 


7500 


ggcacctcgg 


aggtagacga 


actgctcaac 


tgttgtgcgg 


aagaaaccac 


gtgcggcggc 


7560 


acgcaatcca 


ccgtactcac 


caatgcgacc 


aacaccacta 


gctgcggcgg 


agccgtcgcc 


7620 


ggcagtagca 


acgtaggacc 


cgccggcgct 


tcggccgcct 


gcgacctaga 


tgcagaactg 


7680 


gccggcctcg 


aaacctcggc 


ggccgacttt 


gaacaactgc 


ggcgactgtg 


cgcgccgctg 


7740 


gccatcgaca 


cgcgctgtaa 


cctatgcgcc 


atcatcagca 


tctgcctcaa 


acaggactgc 


7800 


gaccagagct 


ggctcctcga 


gtacagcttg 


ctgtgcttca 


aatgcagtta 


cgcgccccgt 


7860 


gcggcgctca 


gcacgctcat 


catcatgtcc 


gagtttacgc 


atctgctgca 


gcagcacttt 


7920 


tccgatctgc 


gcatcgacga 


cctgttccga 


caccacgttc 


tcacggtctt 


cgatttccac 


7980 


ctgcactttt 


tcatcaatcg 


ttgctttgaa 


aaacaagtgg 


gcgacgcggt 


tgataacgag 


8040 


aatgtcaccc 


tgaaccatct 


ggccgtggtg 


cgggccatgg 


tcatgggtga 


agacacggtg 


8100 


ccttacaaca 


agcctcggcg 


ccacccgcaa 


cagaagcaaa 


aaaacaaccc 


ttatcacgtc 


8160 


gaagtgccgc 


aagaactgat 


cgacaacttt 


ctagaacaca 


gctcacctag 


ccgcgaccgc 


8220 


ttcgtgcagc 


tgcttttcta 


tatgtgggcc 


ggcaccggcg 


tcatgagcac 


cacgccactc 


8280 


acggaactca 


cgcacactaa 


gttcgcgcga 


ctagacgcgt 


tatccacggc 


ctcggaaaga 


8340 


gaagacgcaa 


ggatgatgat 


agaagaagag 


gaggatgaag 


aaggaggaga 


aaaaggagga 


8400 


gacgatccgg 


gccgtcacaa 


cggcggtggc 


aqcagcgggg 


ggttcagcga 


gagcacgcta 


8460 


aaaaaaaacg 


tgggtcccat 


ttacctatgt 


cccgtacccg 


ctttttttac 


caagaaccaa 


8520 


accagtaccg 


tgtgtctgct 


gtgcgaactc 


atggcctgct 


cctattacga 


taacgtcgtc 


8580 


ctgcgcgagc 


tgtaccgccg 


cgtcgtctcg 


tattgtcaga 


acaatgtgaa 


gatggtggac 


8640 


cgcattcagc 


tggtattggc 


cgatctgttg 


cgcgaatgca 


cgtcgccgct 


cggcgcggca 


8700 


cacgaggacg 


tggcgcgctg 


tggactcgaa 


gcacccacct 


cgcccggagg 


cgactcggac 


8760 



taccacggcc 
gtcctgcgtc 
gccggcaaca 
gtccaggagg 
cgtgtgtggc 
ggcaaagtgc 
atcaagctgg 
cacgccgcgc 
gctggccagc 
accgccgtcg 
ccgcgagcac 
caaagagtcc 
catctcgccg 
ccgcatcctg 
catgaaaaat 
caccaaccag 
cgtgcccttt 
cgacgtgcac 
cagcgtcacg 
ctcggccagc 
cattcccaac 
tcagtccagc 
cttaaccgcg 
ccagtccacg 
tcaccaccag 
gtttctcaac 
aagcgccgcg 
aagacgggcg 
tgaatgggca 
acggccgacg 
tcctctaccc 



tgagcggcgt 
aggcaggcgt 
tccgcgtcac 
tgaaactggc 
tctgcatcac 
acctggcgga 
tggaccccac 
gaacgacgct 
aaagtggcgt 
ccggccgacg 
cccgaactgg 
atctgcttac 
tacggcaacg 
cccaccgcct 
agaaactttt 
ccgcccatct 
atgcacgccg 
atcccctgcg 
ctcaacatcg 
agcgtcaaga 
gacgtgagcg 
ggcaacaacc 
tcgccgttgc 
ccgcctcatc 
tctcagtctc 
agcattcgtg 
gcagcaccat 
acagcacgtt 
cgccgtgctc 
gtggtttccg 
cgccgccgtc 



cgacggcgca 
cacgggcatc 
caacgaggcc 
catctgtcac 
actcttcaag 
ctttatgcgc 
gtacgtgata 
cggccttgcg 
cgacggtgaa 
cgcgcccgcg 
agctcaagta 
ccttcaattt 
agcaggtctc 
ccgacgccat 
attacgggtt 
tccaaattta 
aggacggccg 
actgcatcac 
tgcgcgacca 
tcgacgtgac 
agtcctttga 
tatacgagga 
acgtagtttc 
tccacccgcc 
agcagcatca 
cgccttgaca 
gtgcaaaaac 
agttacagcc 
gcgcacgtag 
cgccctcttc 
agcgtcgtcg 



ctggcgcgac 
tacaagcact 
gtgctcttcg 
gacaattact 
gcctttcaga 
gatttcacgc 
gacaagtatg 
ctccctgctc 
cggcgctacg 
cctcacgctg 
ccttaacatg 
ccactcgcac 
gcgcatcgcc 
ggtggccttc 
ctgtaagagc 
ttacctgctg 
gttgcacatg 
gcagatgctc 
cgtcgttatc 
tattttgcaa 
gcgctacaaa 
ggccacgtcg 
caccaacggc 
gtcgcaggcg 
tcaccgtccc 
ctgtacggca 
ttgtccttgc 
ttgagaacct 
ctcggatctt 
tttgccggct 
tccgtgccat 



ccgacccggt 
ttttctgcga 
gacgcctgca 
atataagtcg 
ttacaaaacg 
agctgttgga 
tctagcgtga 
cgcaagcgcc 
tcggccaaca 
cacgacctgc 
atgaagatgg 
cggcagcaca 
tgcacctcgt 
atcaatcaga 
agcgagctac 
cacgccgcca 
cacgtcatct 
acggcggcgc 
agcgtgctgt 
cgcaagattg 
gagctcattc 
tcctacgcga 
tgcggcccct 
acgcagcccc 
cagtcaccac 
gaaaagccgg 
gcgcggtttc 
gctcaaagta 
cggctacctc 
ctcctcctct 
caatcgcgtc 



attttgccac 
cccgcagtgc 
cccccaccac 
acttccgcga 
cacctacaaa 
gagttgcgac 
gcggcgtgcg 
gccaacgcga 
accacggcga 
acgacatctt 
ccatcacggg 
cctgcctcga 
gcgaggacaa 
cgtccaacat 
tcaagctctc 
accacgacat 
tcgaaaaccc 
gcgaagacta 
gtcacgccgt 
acgagatgga 
aggagctgtg 
tacggtctcc 
cctcctcgtc 
accactactc 
cgccgccgct 
ctccaagtgc 
gccgccggga 
cttgtcggcg 
gtagttgcac 
cctgttgctc 
cgaccgggaa 



8820 
8880 
8940 
9000 
9060 
9120 
9180 
9240 
9300 
9360 
9420 
9480 
9540 
9600 
9660 
9720 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 
10320 
10380 
10440 
10500 
10560 
10620 
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accacgccgg 
ccgggcgccg 
gccgccaatc 
tccttagaga 
tcgtcgcggg 
ttcttgactt 
tcctcaaaga 
ttgcgcacca 
taacgtttct 
ggctccacaa 
gcctgcggcg 
cgcgcctcca 
gcgctgctct 
aaattgtgca 
agcatgtcgc 
ttgaccacgc 
ttgtcgagca 
cgccgctgcg 
cgcacaaagc 
acagggtact 
atggaagggt 
tcgggctcaa 
ttgtcgttgg 
ctgctactac 
tgcaagggcg 
gcggtagaga 
gtacctttgc 
gaggtgtaga 
agccgcgcga 
aatacggcgt 



cggttacaga 
tcagaacgta 
gcttaatgac 
gcaccgacga 
cctgcaccaa 
catcgagtga 
gcagcgagag 
gatccacgcc 
tgcagatcat 
aaagacaggc 
tcaggccacg 
cccgccgttc 
cctccgaatc 
aaaaacacgg 
gaccgatgcg 
cggtaaaacc 
gcatacggcg 
aaacccactt 
ggtgggtcac 
cgccacccgg 
agaggctggc 
acaccgtggc 
aaacgccgac 
tgttactgcc 
gcgacatctg 
tgatagcagc 
tgtagtggtt 
tacggatctg 
tggccccggc 
cctgcagaca 



atcaccgttg 
aaagacccga 
ggcaatgtgc 
aagcaccagg 
gcggcgtaag 
gaggcgcgac 
gacgtcacgc 
cttcatgctc 
cataagagag 
cgtcacgtag 
aaagcggaca 
gttcgagccc 
cccctcccgc 
ctctgaaaag 
cgtgatgctg 
gtagaaagcg 
cacagggtct 
gttgagcagt 
gccgttctct 
caccagcagg 
aaagtcgaac 
gccctggtac 
gccgccacta 
ggagccgggt 
aaacatagcc 
gttaggtgac 
gggcaggata 
ctgtccgtca 
ctcgtagtga 
gtaacggcct 



tcggaggaac 
tccccgaccg 
ggcaggttag 
tcctcgacac 
atacgccaga 
aggcgcacgg 
gtgacgccct 
agacccgagg 
acgaagacct 
tgcgccaggc 
aacacgctgt 
cctgacgatg 
gttcccacta 
ttgtctttga 
gcggcgatgg 
ttgcacgtta 
tgacactcgc 
tccgagagca 
agcgtgacgc 
gtggagtagc 
acggccacgg 
gaaaccgccg 
ctgccggagc 
gaaacgccgt 
gccacagaac 
acagcaacgc 
aaatcgcggc 
aagatgacac 
aaattaatgg 
acctgggcgc 



cctgcggcgc 
agggtagctc 
attgacggta 
gcacacggtg 
aaccgcgtgg 
ctgcttccga 
tgacgaactc 
cgccctccac 
tttcaaactc 
tgggcccacg 
ccgtgtcccc 
tttcgagccc 
catagtcttc 
tgaaccgcgc 
gcagacacgg 
ctttgagcgc 
gcatgcattc 
ccgagacgcg 
tgtatacgtc 
agaggttgtg 
ggtcgttgta 
cagtaccgcc 
cgacgctgaa 
cctgactgga 
ccgcgtcgcc 
tattcgtttc 
aggcgcactc 
gccgcaacgg 
tgttgaacag 
ggccctcggc 



cgtccggaca 
ctcagaacgg 
cagcgagatg 
caggtacaga 
cacgccgtac 
gacctcgcga 
gcaggccgtc 
tttgccgatg 
cagcttgacg 
cgccaccaga 
gtagatgacc 
ctccggtaac 
ctgattaaaa 
cgtgcgctct 
catcataccg 
catctgttcc 
gcgcacggca 
caccgaagca 
ggcggggtcc 
ggccatgatg 
gtaacccacc 
ggcgccgtga 
aacgccgacg 
cggcgcagat 
gggcacagcg 
gggcaccgtc 
gtccagcagc 
aattttagcc 
atcgcgcacc 
attagccacg 



10680 
10740 
10800 
10860 
10920 
10980 
11040 
11100 
11160 
11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
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aaacaacgcg 


ggatgtcctt 


gtaagacagg 


tcatccttgc 


gttgccgcag 


gtaaagctcg 


12480 


gccatagtgt 


tgagcttata 


gttgggcgag 


ttagtcttgg 


ccatgcatac 


agggtacatg 


12540 


tcgataacca 


ccgaacccgc 


aatatacacc 


ttggtggcgg 


ccgtgctggc 


cggattgttg 


12600 


tgagaagccg 


agggaaaagc 


ggcggcgtac 


tgccgcttaa 


aacccacggc 


ggggctgtgt 


12660 


aaaaagaaac 


ggccgccctg 


cgccgtaggc 


aacttgcaga 


agcgctgcga 


gtccacctta 


12720 


tacaggtact 


cgagacgcgt 


gaggatgtac 


ttcaagtcaa 


aagagttgat 


gttgtaaccg 


12780 


gtcacaaagg 


ccggcgcgta 


ccgttgaaag 


aaaagcataa 


agcccagcag 


cagctcgtat 


12840 


tcggaaggga 


actcgtagac 


gtccacgtct 


gggcccacct 


gcccgcaggt 


gccgatcgta 


12900 


aagagatgaa 


gacccgagtg 


cccaaagatc 


acaccctccg 


aagtgcagcc 


ccgaccatcg 


12960 


ttcccgtttg 


ggatcccctg 


atccacggcg 


gtgtttcccc 


ccgtctcgta 


gcacacgcac 


13020 


gagatctgaa 


tgacaatgtc 


atcggacttc 


tcggcgcagg 


gaaaaccacc 


ctcgccgctc 


13080 


atgcactcga 


tatcgaagga 


caggcatcga 


tagcgcggcc 


acgagctgtc 


gtcgggcaca 


13140 


gccaccaggt 


cagagacatc 


gcagtctacc 


tcgatatcac 


aagtcgacgc 


gcgaccctgc 


13200 


tgccgccagt 


cgtaacgatt 


cacggagcac 


cagccgaacg 


tggtgatccg 


ccgatcgatg 


13260 


accaaacgcg 


tcagcggatc 


cacacggacc 


tcgtacacgg 


gaaaaccctg 


ctccagcaga 


13320 


tactcgccga 


tttttctggc 


catggtccag 


ttgctgatag 


acacacactg 


caaatcgggc 


13380 


acgggtcgcg 


tcccgtaccc 


atagatggag 


gtcttggtgg 


ccggcgtgac 


agacacggcg 


13440 


tatggcgtcc 


gcggttcggg 


cactagttcg 


cccacgctgg 


caatgacctc 


acgcagccta 


13500 


tcggtgtcgc 


tgtactcaca 


gtaaaagtag 


ctgcgctgcc 


cgaaaacgtt 


gacgcagata 


13560 


ctgtagccgt 


gttctgtggc 


cccgaagaaa 


cgcaacacgt 


tccccgaagg 


caccagatgc 


13620 


tgacgatagc 


gcggcgacac 


gttttcgggc 


gagtcgaaga 


agagcacggc 


gtccgtctga 


13680 


tcgtaggtgt 


gaaaacgaat 


aggtcccacc 


acgcgaccca 


ccagggtctc 


gcgccaagga 


13740 


cacggccaaa 


ccatgtcatg 


actcaacaaa 


tgtttaatct 


ctcgatagaa 


catgagaggc 


13800 


agccgtcccg 


tcttatgctt 


gatcaacccc 


gtctgaccgt 


cgaacatgac 


acctcgcggc 


13860 


acaatctaca 


aaaactgttt 


c tgtggcggc 


cgcttgcccg 


agccc tgcgc 




13920 


tgcgaacgct 


gacgccggcc 


acccgcgacc 


gcaccgccgg 


tcacgccgcc 


gctcagatac 


13980 


gggttgaaaa 


acatagcgga 


ccgtgagagg 


ctgacagctt 


acgaagcaaa 


atcacaaaga 


14040 


aaatacacat 


gcagcaccta 


gatatccagt 


ttaacccc 






14078 



<210> 30 
<211> 4569 
<212> DNA 

<213> Human herpesvirus 5 (AD169) 
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<400> 30 

aggggcaggc acaggttgag agcgcccaac aggtccacgg gggtggcagc gtggatgatc 60 

atgttgcggt aatcggagga acgggggcat aattggtggg tgtgcaattc tttgaggctc 120 

cacgcggcct tgacgccttc gttacaagca tcggctgtgc gctgcgccac ttcgggtgga 180 

tgtgtcacgg gcatggtgtg ctccatgagg aagggagtgg agagggccag gttgcacatg 24 0 

gtgcccaggc gacaccgcac cgcatccacc tcactcttca cctcatgatt gcgggtgtag 3 00 

ataatctgga tgcccttgtt gttcacctgc atggttttgc aggctttgat ggcctcatct 360 

aacacctggt gcatactggg aatcgtgaag ggcaggttct tgtactcaag agagcgattg 42 0 

gtgttgcgga acatgcggct cacctcgtca atcttgacgc gaccccgccg agtctgcacg 480 

ttgggtgtgc agaagggggt gttcttatct ttcatgatat tgcgcacctt ctcgttgtcc 54 0 

aactcggaga tgcgtttgct cttcttcttg cggggtccgg tgctcgcccc gccgctgctc 600 

tgatggccgc agctcagcag agaggaggag gccgcgccac caaaaccgcc gcgcccatgg 660 

tggctcgagg tcacggatgc tcctccgcca ctgctgcatt tcatctcctc ggactcactc 720 

tccgagtccg aagccgaact gcaggaggag gaagacgaag aggaactatc ttcatcgggc 780 

cggcccaagg gatcgggaag aggagggtgg ttcatctggg agagcgggtg cgtgggagag 84 0 

gtcactcgcg gcgtgccgct gccggtggaa ggggaagacg cggtagcacc gcgggtttcg 900 

acttcttcac cctgttcttc ctcgctatca gagatcacga tacagccggc ggtatcgata 960 

atcttgttgc ggtactggat ggtaaagtcg ggctcgggct tgatgtcttc ctgtttgatg 102 0 

aggggcagca tgataggcgc gggaggcacg ggcggtttaa taatcacctt gaaaggacgc 1080 

gtggttttgc gcggtttctt acgcgggctg agctcgggag tagcggatgc cccggggaga 114 0 

ggagtgttag taaccgcgac gctggtgggg gtcggcttgt taagaggggc gctgctaacg 1200 

ctgcaagagt gggttgtcag cgtggggccg gtgctactgg aatcgatacc ggcatgattg 1260 

acagcctggg cgaggatgtc acctgatggt gataagaaga cacgggagac ttagtacggt 132 0 

ttcacaggcg tgacacgttt attgagtagg attacagagt ataacataga gtataatata 1380 

gagtatacaa tagtgacgtg ggatccataa cagtaactga tatatatata caatagttta 1440 

ctggtcagcc ttgcttctag tcaccatagg gtgggtgctc ttgcctccag aggcggtggg 1500 

ttcctcagca ccatcctcct cttcctctgg ggcaacttcc tctatctcag acactggctc 1560 

agacttgaca gacacagtgt cctcccgctc ctcctgagca ccctcctcct cttcctcatc 1620 

actctgctca ctttcttcct gatcactgtt ctcagccaca attactgagg acagagggat 1680 

agtcgcgggt acaggggact ctgggggtga caccagagaa tcagaggagc tgacaccagc 174 0 

ggtggccaaa gtgtaggcta caatagcctc ttcctcatct gactcctcgg cgatggcccg 1800 
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I, ... J 

taggtcatcc acactaggag agcagactct cagaggatcg gcccccagaa tgtactgggc 1860 

aaagaccttc atgcagatct cctcaatgcg gcgcttcatt acactgataa cctcaggctt 1920 

ggttatcaga ggccgcttgg ccagcatcac actagtctcc tctaagacat agcagcacag 1980 

cacccgacag aactcactta agagagagat gcccccgtac atggtcatca tacaagcgtc 2 04 0 

actagtgacc ttgtactcat tacacattgt ttccacacat gtagtgagga tatccataaa 2100 

tatgtgatca atgtgcgtga gcaccttgtc tctctcctca tccaaaatct taaatatttt 2160 

ctgggcataa gccataatct catcagggga gcactgaggc aagttctgca gtgccgccat 2220 

ggcctgactg cagccattgg tggtcttagg gaaggctgag ttcttggtaa agaactctat 22 80 

attcctgtag cacatataca tcatctttct cctaagttca tcctttttag cacgggcctt 2340 

agcctgcagt gcacccccca acttgttagc ggcgcccttg ctcacatcat gcagctcctt 2400 

aatacaagcc atccacatct cccgcttatc ctcaggtaca atgtagttct catacatgct 2460 

ctgcatagtt agcccaatac acttcatctc ctcgaaaggc tcatgaacct tatctaagat 2520 

atctaaggca ttctgcaaac atcctcccat catattaaag gcgccagtga atttctcttc 2580 

cgtctgggta tattttttca gcatgtgctc cttgattcta tgccgcacca tgtccactcg 2640 

aaccttaatc tgtttgactg tagaggagga taacaacaca tataagtatc cgtcctcctg 2700 

actcatttat cgctatctcg atgccccgct cacatgcaag agttaatctt tactctatct 2760 

gacatacaca agtaaatcca cgtcccatgc aggttagtat acatcacata catgtcaaca 2820 

gacttaccga gttctgccag gacatctttc tcggggttct cgttgcaatc ctcggtcact 2880 

tgttcaaaag ttttgaggga ttcttcggcc aactctggaa acagcgggtc tcccagactc 2940 

agctgactgt taacctcctt cctcaacata gtctgcagga acgtcgtggc cttggtcacg 3 000 

ggtgtctcgg gcctaaacac atgagaaata gagtcataag cacatgggtc acatacagga 3060 

gatatgtata taacattaat acaattttat taaaaaaaaa gggggggcac aaaccccgac 3120 

acgtaccgtg gcaccttgga ggaagggccc tcgtcaggat tatcagggtc catctttctc 3180 

ttggcagagg actccatcgt gtcaaggacg gtgactgcag aaaagaccca tggaaaggaa 3240 

cagtctgtta gtctgtcagc tattatgtct ggtggcgcgc gcggcagcaa cgagtactgc 3300 

tcagactaca ctgccctcca ccgttaacag caccgcaacg ggagttacct ctgactctta 3360 

tcagaacaca acaactcagc tgcctgcatc ttcttctgcc gctgccttaa gtcttccaaa 3420 

tgcgtcagcg gtgcaagccc gctccccgag ctcattttca gacacatacc ctaccgccac 3480 

ggccttgtgc ggcacactgg tggtggtggg catcgtgctg tgcctaagtc tggcctccac 3540 

tgttaggagc aaggagctgc cgagcgacca tgagtcgctg gaggcatggg agcagggctc 3 600 
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ggatgtagaa 


gctccgccgc 


taccggagaa 


gagcccatgt 


ccggaacacg 


tacccgagat 


3660 


tcgcgtggag 


atcccacgtt 


atgtttaata 


aaaactgcgg 


gcactgggga 


cggtggtgtt 


3720 


gtatatgtga 


atttgtaaat 


aataaatgag 


accccatcct 


gtaaaaatac 


agagtccgtg 


3780 


tcagtctctg 


aaggacagtg 


tattggcata 


tagccaataa 


agagagttgt 


ggcaaagagc 


3840 


catgttatgg 


attagtaatg 


gaaagtatcg 


tcaccaatag 


gggagtggtc 


aataatggtc 


3900 


aataacccac 


acctataggc 


taagctatac 


catcacctat 


aacatgagga 


agcgggggtg 


3960 


tatagacccc 


aagccaaaaa 


cagtatagca 


tgcataagaa 


gccaaggggg 


tgggcctata 


4020 


gactctatag 


gcggtactta 


cgtcactctt 


ggcacgggga 


atccgcgttc 


caatgcaccg 


4080 


ttcccggccg 


cggaggctgg 


atcggtcccg 


gtgtcttcta 


tggaggtcaa 


aacagcgtgg 


4140 


atggcgtctc 


caggcgatct 


gacggttcac 


taaacgagct 


ctgcttatat 


agacctccca 


4200 


ccgtacacgc 


ctaccgccca 


tttgcgtcaa 


tggggcggag 


ttgttacgac 


attttggaaa 


4260 


gtcccgttga 


ttttggtgcc 


aaaacaaact 


cccattgacg 


tcaatggggt 


ggagacttgg 


4320 


aaatccccgt 


gagtcaaacc 


gctatccacg 


cccattgatg 


tactgccaaa 


accgcatcac 


4380 


c* z\ t~ nn f^aha 

d. L-^^ cm V— - CI 


acaataacta 


atacgtagat 


gtactgccaa 


gtaggaaagt 


cccataaggt 


4440 


catgtactgg 


gcataatgcc 


aggcgggcca 


tttaccgtca 


ttgacgtcaa 


tagggggcgt 


4500 


acttggcata 


tgatacactt 


gatgtactgc 


caagtgggca 


gtttaccgta 


aatactccac 


4560 


ccattgacg 












4569 



<210> 31 
<211> 2666 
<212> DNA 

<213> Human herpesvirus 5 (AD169) 
<400> 31 

caggagggaa gcccattgcg gcgaatgtag cgacggtagc ggcgggtcca tgaggcgggt 6 0 

gatgcgcccg agtgaacggg tgagcgtctc ggtggagtct tcttataaac cagcggagct 12 0 

caggcagcct tgctctggaa cgtcgcagtg gtggtgttga ggatgacgct gagcgtgccg 180 

ttgtcaatca ggtaatgatg ataggtgccg agcttggcca ggtagctgaa catttggtcc 240 

cagcgtgccg accacaccac gggcgtgagc atcaggagtg tggtgtgata gattagtgtt 300 

tcggtggcgt aaagtatcag cgagctgcgg atgacgtggc tcacgggcat tttggtggcg 360 

atgtagcgca cgtcttggaa aaggacggcc aggatgcagc ccacgaacac ggtgtagaga 420 

cacagcaaag tcttatgtaa ccaggtgtaa gtagaagcca ggacgctgac catcaccgtc 4 80 

aaaagtgtgg aggtaaaaag cgcgtcacgc cacacggagc tgagacggtg ctcccaagcc 540 
acgccgttgc aggccacgaa caacgtccac gttaggatga ggctagaaat gccgatgggc 
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600 



gctgtggcgc 


acaggttgag 


cccggcggtg 


gtgaacgaga 


gaagcgccac 


atacagcgca 


660 


aacaccaggc 


cgttgctggg 


gtgtctgtga 


tcggtgagct 


ccagcgcgcc 


cagaaccaat 


720 


actggtgtgc 


agctaagcaa 


tagcggcgag 


ggatcgtcgc 


tgcacttgta 


gcccagcgag 


780 


gggtaaccca 


gccaaaccag 


cgcgctaatg 


agtacgctga 


aagcggtttc 


cagcgtcagc 


840 


aatccgtaga 


cacgcatgac 


aatcgcggtc 


cgccgtagcc 


aacacacggc 


atcttcggaa 


900 


actgtggacg 


ctgtttccga 


ataccgggag 


gagatcgtgc 


ttccctcttc 


caaggatcgg 


960 


aaagtagcgt 


ccgtcgtttc 


cgcggacgcg 


gcttccctgg 


tacgctccgt 


ttccgacgac 


1020 


gcggtttccc 


gctgcgtgga 


aactgtctcc 


atgtcgggac 


cgcagcgccc 


ggcggcgtat 


1080 


ccgcaaggtc 


tcgaagctac 


agcttgtcag 


aggaaaagta 


ggtttgcaaa 


aaggtgcgca 


1140 


gggtcatgat 


tctcagcacc 


atcagcagag 


tgaaaaccag 


actgagaaac 


accttgacgg 


1200 


ccgccaaaag 


cgcgcgttcc 


agcggcgtct 


cgtagcgtac 


agccagggcc 


gcttcgtgga 


1260 


aatgcgagac 


ggctagacag 


gtaatgagca 


cgctgaagga 


caagacgatc 


ttaaagcacc 


1320 


aggaccaacc 


acgcctcaag 


atgaccacca 


cgattgccgt 


gaaggtcaac 


gtgatcaaag 


1380 


catggacgac 


cacgatctga 


cggcggacgg 


tacgttcggg 


agccaacaac 


gctacgccgg 


1440 


tgcagctgag 


aaaggccagt 


aaggtgaaca 


acgcggccga 


gatgaccaac 


gtaccgtcca 


1500 


ggcagagaca 


tatcacgatc 


aacggcggca 


cgtgaagcag 


cgtgtaaaag 


agcagaacgc 


1560 


cgatattgct 


gggatgcgat 


gtttcgtaac 


agtgaatgaa 


gatcactgac 


gtgacgggta 


1620 


tgacaaagac 


gaggctgggc 


gaggactccg 


tgagacacag 


acgagaatgg 


tgaaaccacg 


1680 


tcgcgggcgc 


cgcgtagcag 


aaggcgctca 


acaacgcggt 


caagccggcc 


agctgccaac 


1740 


ccacggcgcc 


ataggtgtgc 


agcgccacgc 


ggcaacagtc 


gacccaagcc 


agactgcggg 


1800 


tcgccagccg 


ggtctcttgg 


atcccggggg 


gcacgtagat 


gaccgtgcca 


tcggtgggta 


1860 


cttgaaaccc 


tttttctctt 


ctcatggtgc 


gctgcgttct 


ctggaaacgg 


ctgctctgtc 


1920 


cgaaaaccag 


ttccgaacga 


aaatctaggg 


cgagagggtg 


gacaacggcg 


tcgacgacga 


1980 


agcatgggac 


aggtcgttcg 


gcgttaacgt 


catcgcgtcg 


gacgacggta 


gttctaagag 


2040 


acgtagatcg 


ctcagcaggt 


cctgacagtt 


gcggattcgc 


aagatcagaa 


aaaaaaggga 


2100 


aatgaacgta 


ataaagagct 


gtagcgacgt 


atgcgccaca 


tcgcgtggca 


taagaacgtg 


2160 


acggacgaaa 


aggacctgct 


gcgaaaagtg 


accggcgaag 


ataaggccca 


ccgtgctgta 


2220 


gaagcccaaa 


agcagccgca 


ctcicici c n a aci fc 


ccagggccgc 


gtgaagacga 


tgagaacgt t 


2280 


gaccagaaag 


accacgaccc 


agacgccgtt 


gatgagggta 


aattgatcgg 


acagggtgca 


2340 


gttgtcgcga 


cagatgaaga 


ctacttccgc 


gcagagcaag 


gtgatgacca 


acgtgagcac 


2400 


aaacgacgtc 


aacacctcgc 


ggggctcctg 


gcaggcacac 


gtgacaccta 


gcgccgggat 


2460 
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gtgcgccagg aggccggcga gtaatagcac cagctgtcgg aacggacgac ggcagcgcgg 2 52 0 

gtgccggttt cgctgagcga gaaccggtcg ctcatagcgg aaatacacga agagcgcgga 2580 

ggccacaggc accaggagga gcacctcggg cgcccagaca acgtgacaag gaaagcccgg 2 64 0 

acgcgacttg agagtcgctg taggga 2 6 66 
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